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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 1120741 EL258 RS02470 WP 100855157.1 MTLAVLASRALSGMHAHAVRVETHLGPGLPSFNVVGLADTEVRESRERVRAAILNSGFDFPSGRITVNLSPADIPKESGR 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAP..............EIERYLIMGELSLDGGLQPIKGVLPIAIR.AREEGFKGIILPKQNTR 143
NTDB id 1120741 EL258 RS02470 WP 100855157.1 FDLPIALGLLLASGQLAAPADGDVAGKLPASDPSLADLVFAGELSLTGALVPVAAPLVIALSVARDAPGATLILPAGSAE 160
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLT..............NLANHEFIGELALSGELRGVSAIIPAVL..AAHKDNQHLIIANANAA 144
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLT..............NLANHEFIGELALSGELRGVSAIIPAVL..AAHKDNQHLIIANANAA 144
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATD..............KLKNYEFVGELALSGGLRTVKGVLPAAL..AANKKQRHLVVPHANGD 144
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARN..............KLESYEFIGELALSGEIRGVKGVLPAAL..AANQVERCLVVPHSNGD 144
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDAS..............HLKQFEFVAELALTGQLRGVHGVIPAIL..AAQKSKRELIIAKQNAN 144
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSD..............KLKRIELLGELSLTGHLRGVHGAIPAVL..AASKAKREIIVPQQNAN 144
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NTDB id 1323 RA0C RS07335 WP 004916218.1 EAAIVNDLEVYGVENIKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPP 223
NTDB id 1120741 EL258 RS02470 WP 100855157.1 EAAWVPGLRVLSARSLADVAAHAAGAQLLPDAIPKAWP.....QAPPGPCLSDVRGQAVARRALEVAAAGGHSLLMVGPP 235
NTDB id 1271 LPP RS03220 WP 011213198.1 EASLTGHQKVFTANNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAP 220
NTDB id 1248 GCO85 RS03150 WP 011213198.1 EASLTGHQKVFTANNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAP 220
NTDB id 1397 DSB67 RS15690 WP 005535577.1 QAALVGKEQHKSAQSLLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPP 220
NTDB id 1153 A1552VC RS00115 WP 000521788.1 QAALVGVERHKSAQSLLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPP 220
NTDB id 1349 HI 1117 AAC22771.1 EASLVSDQNTYFAQTLLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPP 224
NTDB id 1387 A4U84 RS06900 WP 020457569.1 EVSLVSNTQTYCASTLLQVVNFLNNRDQLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPP 223
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NTDB id 1323 RA0C RS07335 WP 004916218.1 GSGKTMLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVL 303
NTDB id 1120741 EL258 RS02470 WP 100855157.1 GAGKSMLAARLPGLLPPLSRSQALEAAAVAALAGLP...QTLMGEPPFRAPHHSASVAALVGGGSRPRPGEISLAHNGVL 312
NTDB id 1271 LPP RS03220 WP 011213198.1 GSGKTMMAKRFSTLLPELSETQALECAAINSIRGKLP.DFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVL 299
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GSGKTMMAKRFSTLLPELSETQALECAAINSIRGKLP.DFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVL 299
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GTGKTMLASRLCDLLPEMSDEEAMETASVASLTQSEI.NEHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLL 299
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GTGKTMLASRLCDLLPEMSDEEAMETASIASLTQQEI.NQHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLL 299
NTDB id 1349 HI 1117 AAC22771.1 GTGKTMLASRLTGLLPEMTDLEAIETASVTSLVQNEL.NFHNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVL 303
NTDB id 1387 A4U84 RS06900 WP 020457569.1 GTGKTMLASRLADLLPEMEDDEAIETASVTSLVQNEL.NFQNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVL 302
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LSAGPFLL
NTDB id 1323 RA0C RS07335 WP 004916218.1 FLDEMPEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLL 382
NTDB id 1120741 EL258 RS02470 WP 100855157.1 FLDELPEYSRRTLEALREPLEAGRVVIARALHAAQFPARFQLIAAMNPCPCGWRGHPVRACVCRPDQVARYVGKISGPLL 392
NTDB id 1271 LPP RS03220 WP 011213198.1 FLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLL 379
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLL 379
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FLDEMPEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLL 377
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FLDEMPEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLL 377
NTDB id 1349 HI 1117 AAC22771.1 FLDELPEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFL 381
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FLDELPEFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFL 380
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NTDB id 1323 RA0C RS07335 WP 004916218.1 DRIDIHIEVQKVEFDQLSD..KRKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAM 460
NTDB id 1120741 EL258 RS02470 WP 100855157.1 DRIDLHVALPPSDPESMA...GPAGEASSHVSERVRRCRQRQHDRQGK....LNAALSGAELDQYCMMQADAQALLFQAM 465
NTDB id 1271 LPP RS03220 WP 011213198.1 DRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVM 455
NTDB id 1248 GCO85 RS03150 WP 011213198.1 DRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVM 455
NTDB id 1397 DSB67 RS15690 WP 005535577.1 DRFDMSLEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSGK....VNALLGSREIEAFCPLQKSDAEFLENAL 452
NTDB id 1153 A1552VC RS00115 WP 000521788.1 DRFDMSIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSGK....VNALLQSREIEQYCPLLKADAEFLESAL 452
NTDB id 1349 HI 1117 AAC22771.1 DRFDLSIEVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAGK....INAYLNSKEIERDCKLNDKDAFFLEKAL 456
NTDB id 1387 A4U84 RS06900 WP 020457569.1 DRFDLSIEVPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRGK....INAQLTTKEIEQDCKLTDRDALFLENAL 456
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NTDB id 1323 RA0C RS07335 WP 004916218.1 EKLNLSARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 1120741 EL258 RS02470 WP 100855157.1 RRLSGSGRALHRALRVARTVADLEGADVLGACHVAQAVQYRRPGL.......... 510
NTDB id 1271 LPP RS03220 WP 011213198.1 SKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 SKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1397 DSB67 RS15690 WP 005535577.1 HRLGLSIRAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1153 A1552VC RS00115 WP 000521788.1 HRLGLSIRAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1349 HI 1117 AAC22771.1 NKLGLSVRAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 TKLGLSVRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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