logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1306
1384

1120698 EL104 RS10835 WP 074865718.1

1366
1355
1168
1293
1401
1251
1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1306
1384

1120698 EL104 RS10835 WP 074865718.1

1366
1355
1168
1293
1401
1251
1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1306
1384

1120698 EL104 RS10835 WP 074865718.1

1366
1355
1168
1293
1401
1251
1058
1018

consensus

DR RS10060 WP 027479822.1
A4U84 RS08525 WP 010787006.1

NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

A1552VC RS11070 WP 000957200.1

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
GCO85 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

DR RS10060 WP 027479822.1
A4U84 RS08525 WP 010787006.1

NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

A1552VC RS11070 WP 000957200.1

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
GCO85 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

DR RS10060 WP 027479822.1
A4U84 RS08525 WP 010787006.1

NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

A1552VC RS11070 WP 000957200.1

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
GCO85 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAALR

SIRPQTALNLQAFPFALEGDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWATIATHYPELGLEIVVPSGASDA

GRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSM

[eNoNoNoNoloNoNoNoNoNa)

-
(o))
o

[eNoNoNoNoloNoNoNoNol

N
=
o

[eNoNoNoNoloNoNoNoNol



logo V.
LRADALRLLAVI 'VDETEXR VIVLITITSD RKR 'DIDAL I RI\/L L TR RDI ER?QEETV@EIELT L %Etgg\l_/ié}é(bl;

NTDB id 1306 DR RS10060 WP 027479822.1 LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQ.VQEGT.SRDQL

NTDB id 1384 A4U84 RS08525 WP 010787006 .1 L.ttt e e et e e et e e et e e e e e e et e e e e e

NTDB id 1120698 EL104 RS10835 WP 0748657 18. 1 . . . i e e e e e e e e e e e e e e e e e e e e e e

NTDB id 1366 NTHI RS01950 WP 01127107 2.1 e e e e e e e e e e e e e e e e e e e e e i e e e e

NTDB id 1355 HI 0298 AAC2I1962.1 e e e e e e e e e e

NTDB id 1168 A1552VC RS11070 WP 000957200.1 ... it e e e e e e e e e e et e i e e MLTNLVAI|#RQAELMSAT. .

NTDB id 1293 VP RS12240 WP 005479695.1 e e e e e e e e MHSNLSTI|#RQKGLETFS. .

NTDB id 1401 DSB67 RS12665 WP 010643259.1 . e e e e e i e e e e MLTNLSTV|#RQAGIMTFS. .

NTDB id 1251 GCO85 RSO7725 WP 011946523.1 ... e e et e et e e e e e MALATEEYRLQGIGQL®VLEKL@DKT. .

NTDB id 1058 ABD1 RS01615 WP 001274986.1 . e e e e e e e e e e e i e MSALHTSPKFTGFFRRIBVEEKHMSAA . .

NTDB id 1018 ACIAD RS01685 WP 004920473.1 .t e e e e e e e e e et e e e MSAFTTPPKFSGFIRRMVEEGYMNAQ. .

consensus * *

logo

NTDB id 1306 DR RS10060 WP 027479822.1

NTDB id 1384 A4U84 RS08525 WP 010787006.1

NTDB id 1120698 EL104 RS10835 WP 074865718.1

NTDB id 1366 NTHI RS01950 WP O11271972.1 . e e e e it e e i TSYARLHTQRV.......

NTDB id 1355 HI 0298 AAC21962.1 e e e e e e e e TSYARLHTQRV.......

NTDB id 1168 A1552VC RS11070 WP 000957200.1 ... ... ... QEQAVMTQVSASGTSMPEAIMBELSIFHAQE TEQ SHIPELPET

NTDB id 1293 VP RS12240 WP 005479695.1 . ... .. ... ... i QEESLEEQVKASGISMPEAIMES SGFFTSSEBAEH SSILSQP

NTDB id 1401 DSB67 RS12665 WP 010643259.1 . ... . . ... . .. QEESLEEQVKASGISMPEAIMBSSGFFQSHEBTEHESSVIRELSCTS

NTDB id 1251 GCO85 RS07725 WP 011946523.1 ... ... ... .. i i KATELHKLAAAEKISELQYSMKNKIBSAEQWALTAAQNIHEVPML

NTDB id 1058 ABD1 RS01615 WP 001274986.1 ... .. ... i TMQTABDAAKRAKQDTVAY)SREEVHESPSLEBAETES AEISAEPYF

NTDB id 1018 ACIAD RS01685 WP 004920473.1 .. ... e i NMQQABEKAKKFKQDEVPYRDNFSESPLTHAET SLEEPLL

consensus * * * *
él—lrggg«l‘j B E I-ZEEE' 'é \—!gg 5 E g Asﬁ "TV L{LV’k g F#AYEAE Eggv

NTDB id 1306 DR RS10060 WP 027479822.1 DPKVAL IPEATARVV B RLQGNSV MK R F ERY GEKGFEKL.K

NTDB id 1384 A4U84 RS08525 WP 010787006.1 SRWQENCEEK QM LERLENSQ ETEH KM D ENTC NA SPEQQPIYEES

NTDB id 1120698 EL104 RS10835 WP 074865718.1 ELWQENQQQQRFELIAFISHIAQEDEK QIRMRENYD SL ANINSINCIAF S|gL SPPK

NTDB id 1366 NTHI RS01950 WP 011271972.1 DLWERNQQQQS|HELIAYFINRANK EENNRISMAGYD S LSINIRSINC QQI¥TPHQ

NTDB id 1355 HI 0298 AAC21962.1 NLSA® QQI¥TPNQ

NTDB id 1168 A1552VC RS11070 WP 000957200.1 LIAQIEEEFRIA RRIBMGRS QGAA

NTDB id 1293 VP RS12240 WP 005479695.1 1Q QEYEDRID FRIA RRIBMGRS KSG

NTDB id 1401 DSB67 RS12665 WP 010643259.1 WIBQIEDRD FRIIA RRIBMGRS GQ KSG

NTDB id 1251 GCO85 RS07725 WP 011946523.1 KQA DNIBLTAKESQGLSE

NTDB id 1058 ABD1 RS01615 WP 001274986.1 GQHBEAEESSFBFHED

NTDB id 1018 ACIAD RS01685 WP 004920473.1 SEHRVEETHFNFDT

consensus

* % * ok %

*

*

320

480

102
104
104
149
149
149
157
157
157



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1306
1384

1120698 EL104 RS10835 WP 074865718.1

1366
1355
1168
1293
1401
1251
1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1306
1384

1120698 EL104 RS10835 WP 074865718.1

1366
1355
1168
1293
1401
1251
1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1306
1384

1120698 EL104 RS10835 WP 074865718.1

1366
1355
1168
1293
1401
1251
1058
1018

consensus

DR RS10060 WP 027479822.1
A4U84 RS08525 WP 010787006.1

NTHI RS01950 WP 011271972.1

HI 0298 AAC21962.1

A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1
DSB67 RS12665 WP 010643259.1
GCO85 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

DR RS10060 WP 027479822.1
A4U84 RS08525 WP 010787006.1

NTHI RS01950 WP 011271972.1

HI 0298 AAC21962.1

A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1
DSB67 RS12665 WP 010643259.1
GCO85 RS07725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

DR RS10060 WP 027479822.1
A4U84 RS08525 WP 010787006.1

NTHI RS01950 WP 011271972.1

HI 0298 AAC21962.1

A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1
DSB67 RS12665 WP 010643259.1
GCO085 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

HEE EE<E§VR R D 1{3532§#§

i, FsRagel oD 0885 Fex

sl mtlhched)

Eoo e QL INQNASD IHMEPEYANSN RER DGVLEINGCESIRS
P TVYRVAQLPSDSAT| MANASDIHFEPN ESANVR R DG VLAYNZIE
Koo e FYQHQ THFEQED)
Koo e FYQHQ THFEQED)

GK..EISQDEMANLVKVSDDELQSIEDLSQW RIQYASDIHFEPYENINYR R|ER[EDG L\ASNNNINPL
LK. .EINQEEJBASLVDVGADEIDNIEDLSQM RKGASDIHFEPYEKMYRVR R[GDG LSNP P
LK. .EINQDEJBAGLVDIGEDEIENIEDLSQV RKGASDIHFEPYENMYRVR R®DG LyuNeIR|P P
YVEDSGDLEGJREISAD . DED{NDIBTATSVTIM RMIASDIHFEPYE#2YR R R[NDG LIs§AW:NWKP P
E...EFD...LDVNLDGPTAQED APQGD REGASD HFEPYE|YRVR R DGVLIAR¥:MP P
E...ELD...LDVEVDPHTTDDD DKLKD RWSJASD HFEPYEJSJYRVR R DGVLRLIATPP

LAﬁeréé\R\IKiLXQ-D

S0 T B

& LDI E R PQDGR FKG.ID DR STLPT GEKEWV QKASNIPE-Q
L KLDISEMREPQDGMIZEE)NEYN® DMy DFRVS LPT
L KLDISEWRLPQDG[YANIKp JISPMY DFR STLPTRMMGEKIAVLR L[NNI EIFNAL GIY
L KLDISENRLPQDGR|ANIKEY |13SPEY DEFR STLPTJsl GEKIVLREAMMNGARIT RYFNAL G
L KLDISERRLPQDGRIYNFKE 13SHE| DFR STLPTJsl GEKIVLREYR[ARNCAPNT SIFSINT. Glul

RLPQDGR K NADEWATDWIRVSTLPT GEKIVLRLLDEEEIARILINT LG
RLPQDGR K NADBEWATDYIRVSTLPT GEKIVLRLLDEEIABLINTINNLG
R PQDG[EgK SIINIDFRVSTEPTEIAGEK V R LDMIGNAINLIET LG
R PQDGR K ISSIOAIDFRVEN] LPT GEK VLR LDIESHSANLET ELG

R PQDGR K ISSUNIDFRVIY] LPT GEKIVLR LDigNSJANILET LG
Fok kk ok Dok Dokskokokok DUk Dk Dok DD D Dokokskoskoskokok sk ok Dok Dokskokok | Dok DD Dok Do |kok x% 1 lxkk %

s TSNl s Al O st A

Iy 12 P GIJLVTGPTGSGK
igf WALIQAPQGIMILVTGPTGSGK

RLPQDGR K RDT ASIMIAUASHN NN GEKIVLRLLDSSAiNLD IALG

PQGMIL TGPTGSGKTVSLYT

PQGMIL TGPTGSGKTVSLYT
PQGMIL TGPTGSGKTVSLYT
PQGMILVTGPTGSGKTV LYT
PQGM L TGPTGSGKTVSLYT

PQGM L TGPTGSGKTVSLYT
*ok ok ok Dokok Dok D DD DD DT Dokokokokoskokok Dokokokokok sk skokk Pk DD Dok bk % kx| kokkkk | S B

549
162
166
167
167
227
227
227
236
231
231

628
242
246
247
247
307
307
307
316
311
311

708
322
326
327
327
387
387
387
396
391
391



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1306 DR RS10060 WP 027479822.1

1384 A4U84 RS08525 WP 010787006.1
1120698 EL104 RS10835 WP 074865718.1
1366 NTHI RS01950 WP 011271972.1
1355 HI 0298 AAC21962.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1306 DR RS10060 WP 027479822.1

1384 A4U84 RS08525 WP 010787006.1
1120698 EL104 RS10835 WP 074865718.1
1366 NTHI RS01950 WP 011271972.1
1355 HI 0298 AAC21962.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1306 DR RS10060 WP 027479822.1

1384 A4U84 RS08525 WP 010787006.1
1120698 EL104 RS10835 WP 074865718.1
1366 NTHI RS01950 WP 011271972.1
1355 HI 0298 AAC21962.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

A

DU L

GVG
SVET.
RL[N MG [nIa)s82 TINSTIRLVIAQRLEYRK CPK GGNL.
GGNL.
SL§L IAQRLAR LC)S:l IAVRP.

MVGEIRDLETAETIA
MVGEIRDL TAEIA
MVGEIRDL TAEIA

SLEJL TAQRLARKLCiCK[apgeyN:m
SLBIL TAQRLARKLC|ZC [R)gN}DIZ8
S ML 'IAQRLARKLCRINCKENAANNY
S WNLVIAQRLAR LCEINCKINF NN

S NLVIAQRLAR LCSQ RPI.QV
kkok ok

KAAQTGH V STLHTNSAJJET

KAAQTGHLV STLHTNNAMET
Y N I oxx

RLIINMGVIFSFNIA
RLEINMGVIFNT A
* 11

*k Ik Kok ENEIETE

neDESkara ] egaRohEl 85A, ety ﬁNL§§

eFiHFMY VMDD SERRTGAGRP AAFMRD VAL

eulegtlfaeDey AuigvéuA%N;,E s Y R Yg¥

DPEVLRRISERIIRGANL. .MRGT GR
.......................... GR
GR
GR
GR

ERLA.

T HAAAD D <<

SALLQSQF@FQPNEI....LYEANAA®MEN S{EEANEIRNEABMIAFNTE

TVQL. QHEEIQTTREN . . . . IFRANPD{¢{&N . HEMS[GATCRREARIREDES EKLJ .
NSQL.QHEMEIANTEQ. . . . IFQANPD{¢J&N . HEMS[GQATCRREAWIKEFDES EKLJ.
TNQGLIEBMEFKEABLV . . NLKLYKAV{HEEQ IAULPMTKE LKLJ.
PKQSLLEMEFTEQBLAHPDFRVFQPV{eI®IL GR GIYEVMiQENZS AAAS .
PERSLLEMEFTPE LAQPEFQIFEPVGCH BYGY GR GIYEVMQNyI AATR.

* sk k| NEIEIEEEEE:

gAiﬁK v TéE‘fElréRVTYEg,

887
461
461
464
464
562
561
561
574
570
570

X non conserved
B similar
i >50% conserved

787
399
402
404
404
466
466
466
476
470
470

865
438
439
440
440
540
539
539
552
548
548



