logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1251

GCO85 RSO7725 WP 011946523.1

1177 A1552VC RS01165 WP 000422572.1

1203
1019

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

112066 SFY RS16495 WP 001055626.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1251
1177
1203
1019

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

GCO85 RS0O7725 WP 011946523.1
A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1

112066 SFY RS16495 WP 001055626.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

1

1

1

MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINCIDVGTI

PVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTGLNTHAIVVETDKLSALIDNLLTAKESQGLSEYVE

8

eNeoNoNoNoloNoNoNooNoNoNoRoNoNoNo o)

160

[eNoRoNoNoNooNoloNoloNoNoNoNoNoNe)



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1251

GCO85 RSO7725 WP 011946523.1

1177 A1552VC RS01165 WP 000422572.1

1203
1019

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

112066 SFY RS16495 WP 001055626.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1251
1177
1203
1019

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

GCO85 RS0O7725 WP 011946523.1
A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1

112066 SFY RS16495 WP 001055626.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

1

1

1

SDLHL§AV L D RYD R st

GPEPIEFEPYEREYRIRYRIQPJE T E.ATEPASLS

JEARILYRAEERIAQGEAL . SVA

VAREK LP KTP SPE
G SKTK

. APF AP

- o s

DSGDLEGLEISADDEDQDIDTATSVTDDAPIVKF NK@BS®LD

................................ .:G s
WZARW)ER[ER EA

RIPMIRVEIG
BPMIRVEIG
PPM R DG
PPM R DG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG

................................ MDIWELLAFSVK
Kok ok ok ok ok K K K K [l

oetirol MR vebsEsDRSREvan voRFRUMF GmcoctlBRE 0 Tielincsl T

/\ p— R

RN XXX N

SRITARIKMWISNLDISERRIPEDGGFKMKISKSR. AIDFRVSTCPTSA.EKV MIHVBDEIGAAKLG EALGFNP QRTN.L
TR MNTIHE LY .LQ

NH BNT E L .L

TH . I .L

NG .LP

KR BUARFRVNAFNIQGWIG VEIRIAIP iy VI

ARFRVNAFNpR€RGly AVEFRTIPSpN Q

ARFRVNAFNIY&RGIY AVEFRTIPSN Q

RFRVNAFBIQERGOSJAVERTIP N S

RFRVNAFBIQERGSAVFRTIP | S

IMND
IMND
IMND
IMND
IMND
IMND
IMND
IMND

ARFRVNAFNQSRGE AVFRTIPS|
ARFRVNAFNQSRGE AVEFRTIPS)

ARFRVNAFNQIRGEAGAVEFRT IPS|Y
ARFRVNFNQWYRGIGAVFRTIP S
ARFRVNAFNQIRGEAGAVFRT IPS|Y
ARFRVNAFNQWRGEGAVERTIPS|Y

1
L
P
P
1

L

ARFRVNAFNQWRGEAGAVFRTIPS)Y LS
1
L
1
I
ARFRVNAFNQWRGINGAVFRTIPSIY L
*

* X *kkk |k * * *kk | x * %

319
114
116
117
113
120
116
116
116
116
116
116
116
116
116
116
116
116



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1251
1177
1203
1019

GCO85 RS0O7725 WP 011946523.1
A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1

112066 SFY RS16495 WP 001055626.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1251
1177
1203
1019

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

GCO85 RS0O7725 WP 011946523.1
A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1

112066 SFY RS16495 WP 001055626.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

Bl Ao

E

=R

ERM S K¢ GE\TG GKST LA M
X INEIANGL LVTGINTGSGKSTTLAAM
)] T AWVPRGLVLVTGPTGSGKSTTLA M
INTAINIPRG VLVTGPTGSGKSTTLAAM
4T AISIPRG VLVTGPTGSGKSTTLAAM
INTANNGY GLVLVTGPTGSGKSTTLAAM
AT ALNNEY GLVLVTGPTGSGKSTTLAAM
E ASFSRGLVLVTGPTGSGKSTTLAAﬁ
19 AMISIRGLVLVTGPTGSGKSTTLAARY
JATIBMNPRGLVLVTGPTGSGKSTTLAAM
I PMPRGLVLVTGPTGSGKSTTLAAM
D] T[MN{PRGLVLVTGPTGSGKSTTLAAM
DI TNYPRG VLVTGPTGSGKSTTLAAM
D T[NPRG VLVTGPTGSGKSTTLAAM
D] T[NPRG VLVTGPTGSGKSTTLAAM
* % ook 1ok ok ok o Do Dl skok o kok

)

A
j4 AJRNSRGLVL GHTG GKST LAAM

RDBETI LALTAAETGHLV

TS ASTTLAN

L) IER st

EDPIEFVHSWKCLINQREVH
EDPIEFVHSIWKCLINQREVH
EDPIEFVHNSKKCL NQREVH
EDPIEFVHNSKKCL NQREVH
EDPIEFVHJRSKKCL NQREVH
EDPIEFVHJ@SKKCL NQREVH
EDPIEFVHJN¥KKCLINQREVH
EDPIEFVHNSKKCLINQREVH
EDPIEFVHNSKKCLINQREVH
EDPIEFVHNSKKCLINQREVH

| * sk boesksk DD e 5 5k 3k >k %k % %k % % % k % %

L E D AT LV LT R h et R Sl

TLHTA¢A A[RP

L
RDYETI MA TAAETGHLVMGTLHTNSAPE IDRI DVFPEE [ [§

RDIFETIGLALTAAETGHLVEFGTLHT
RDIFETIELALTAAETGHLVFGTLHT

LA
LA

N ey

NEN

TAAETGHLVEGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT

RN

(€AAKT DRI DVFPA[EK MVRBMLSESL@AVISQRLLK
GAAKT DRI DVFPAMEK MVREJMLSESLEAVISQWNLLK

TAAETGHLVFGTLHTWSAiKTI RIIDVFPAEEKSMVREIMLSESL[NAV
NEFAT

KTI RIIDVFPAEEKSMVREMLSESL[NAV  QBLLK
SAAKTIDR
SAAKTIDR DVFPAEEKEWMVRBMLSESL{N VISQML K
SAAKTIDRIIDVFPAEEK MVR@MLSESL{NAVISQMLLK
SAAKTIDR IDVFPAEEK MVREWMLSESL{NAVISQELLK
SAAKTIDR
SAAKTIDR IDVFPAEEK MVREWMLSESL{NAVISQELLK
ko |k ok ok ok %k |k ok ok ok ok ok ok ok ok ok K ok * ok ok ok ok K T IET

et LR BoALRED

395
194
196
197
193
200
196
196
196
196
196
196
196
196
196
196
196
196

469
268
270
271
267
274
270
270
270
270
270
270
270
270
270
270
270
270



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1251

1177 A1552VC RS01165 WP 000422572.1

1203
1019

GCO85 RSO7725 WP 011946523.1

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

112066 SFY RS16495 WP 001055626.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1251
1177
1203
1019

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

GCO85 RS0O7725 WP 011946523.1
A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1

112066 SFY RS16495 WP 001055626.1

1307
1086
1116
1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

Reckyiisd e

KAVRDDFTNQGLIELGFKEADLVNLKLYKAVGCEQCTSGYR{EAUGL FIoMIL P MpYKE

S A L ST L b L b

RNLIRENK
RNLIRENK
TPAIRNLIREWK
TPAIRNLIREPMK
ETHAIRNLIREDK
O TMATRNLIREIK
TPAIRNLIREMK
TPAIRNLIREWK
IPATRNLIRE[K
IIPATRNLIRERK
IIPATRNLIRENK
IIPATRNLIRENK
* ok ok k| ok

MUGGGRVAGHEIM
AIGGGRVAHEIM

.NKGGRVAAHEIM
L

MUSGGRVAAIRETIM

AQMYSEIQTG
AQuysfiqTe
AQMYSEIQTG
AQuysfIqTe
aqQuysiiqTe
AQuysiIqTa

* Il

* 1 1 5k sk sk k

TE ¥w§%:l2§%%Aggg|éﬁ%géégkvimkprcﬁmﬁ.hhmwr%.@p:ﬁr

EQDILHS[ADSANDLRLMLKTKR . GDDY . . . GSGSLQNVKI ... .....DME. .. ... ......
YEDJALLH\
v ADILKH]

DSSNDLRLMIKLGS . ETDGEHLTSVS . QGLTL . . . . . ... EMSDDDPGRSFR. . .
DSPNNLRLQIKLSE . EANKPLDNRERMSEMER.. . . . . ... KMTFDGQRRNLK.. . .
BYDKELERIDPKEFARLANDASAGLGG. . . . . ASMTPAAPPVPAYNSASSSSTGRGGDFGRGA
EAPEVIRRRIQNSESMSFE . . . .o .o\ ov oot et et et et
1A PEA[IRRR[Y

QAN S E S M S . o e e e
G
G
NERESKHTEHEAJALNK .
NERESKHTEHE AL NK .
¢
G
¢
G
G
¢
*

R A Y NIY V QEIENS

IIRAIRY QIRYVDDKJS
IJRJAJMEDIRY DHQHpS

s8R D SIKEKNKQP .
s8R ENIREKIKIP .
MNLPTIRAVINKSP .
sl QTR TANKQP .
8P QTR TAMKQP .
8P QTR TANKQP .

[P

* *

547
312
314
315
310
318
314
314
313
313
313
313
313
313
313
313
313
313

574
368
381
383
326
393
347
347
345
345
344
344
344
344
344
345
345
345



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1251 GC0O85 RSO7725 WP 011946523.1
1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
112066 SFY RS16495 WP 001055626.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

X non conserved
B similar
> 507 conserved

574
368
381
383
326
418
347
347
345
345
344
344
344
344
344
345
345
345



