logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1
1120517 EL097 RS08585 WP 003048304.1
363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1
1120517 EL097 RS08585 WP 003048304.1
363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1
1120517 EL097 RS08585 WP 003048304.1
363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1
1120517 EL097 RS08585 WP 003048304.1
363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1
1120517 EL097 RS08585 WP 003048304.1
363 SMU RS05195 WP 002262215.1

consensus

PR AoeSyF ROENFTL 7 TN s Tk ety uAneree .

MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLM
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLITLQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEE IKDL
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDL N
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDL N
BUSKLKKZEA DN EFF BF VFTEIFEEMT IILQ M F¢ Y SVDEELEE SENMS [ M PRE FEEEDE3es
MLIKL 4QKQD THSHNNPITEAEN.

sk D Dok Dokokokokokoskokokok Dokokok Dok DD Dok D Dokok D Dok | Dok Dox Dookokok Dok D1 Dok |okookookook ok | ok ok ok ok ok ok ok ok ok ok >k ok ok 5k o 5 5 o %

eV T KD ToL A ScRFL ow) gl s ool R RV

ENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS
ENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS
ENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS

ENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS

. GDABFIRKSNG
ok ok ok ok kK kok ok kkkokokokokk | L kok | Hokokokok ok okok Dok Dokoskokoskokskokkokokokok ok Dok Dokokokokokok Dok DD Dk Dok | skoskokok ok ok ok ok ok ok

WRAARITSL okl ) esh UL LR L BT LAY

VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ
VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ
VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ
VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ
NEPQL EAN MEQ I VMEHFW S LAS YL
INT QLE ANMY PAMN I BVMPRYEFW S AS YLA |YS[N
Dok Dbk |okoskoskok ko bokok Dloksk D bokok Dok Dok D boesksk Dokok Dok D ke Db LRI

L LFAET DAEIALEEIRL R oL ULARI): [ e sTTHIE KU RIF

NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF
NRLETLFRKPEATIMDVSESTIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF
NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF
NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF|
NRLE LFRKPIJATIM [JSER ASSL EVRNMRELTTYLLNLARRDDGIRP [l DBINFF

T Phskrsk )| DU bbb sk b sk DL E b b oiskskrsksksksk |l Lskrr bl | Dy *

T LT DTl SRR

ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRAQ
ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQ
ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRAQ

ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRAQ

B e B e e N N O B B B B O O B B B B B B B kkkokokok D lboosk boksksk bk DL b Dbk bbb rrrrrrrrrrrrrnd

156
156
156
156
159
154

236
236
236
236
238
233

316
316
316
316
318
313

396
396
396
396
398
393



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1
1120517 EL097 RS08585 WP 003048304.1
363 SMU RS05195 WP 002262215.1

consensus

LN TR IR

KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK
KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK
KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK

KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK

F 0 Lkkr 101

X non conserved
B similar
>50% conserved

444
444
444
444
436
435



