logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 361 SMU RS01310 WP 002262737.1

id 1120479 EL097 RS01025 WP 003046682.1
id 478 HSISS4 RS06985 WP 021143811.1

id 327 STU RS16115 WP 011226304.1

id 295 STER RS06915 WP 011226304.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 361 SMU RS01310 WP 002262737.1

id 1120479 EL097 RS01025 WP 003046682.1
id 478 HSISS4 RS06985 WP 021143811.1

id 327 STU RS16115 WP 011226304.1

id 295 STER RS06915 WP 011226304.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 361 SMU RS01310 WP 002262737.1

id 1120479 EL097 RS01025 WP 003046682.1
id 478 HSISS4 RS06985 WP 021143811.1

id 327 STU RS16115 WP 011226304.1

id 295 STER RS06915 WP 011226304.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 361 SMU RS01310 WP 002262737.1

id 1120479 EL097 RS01025 WP 003046682.1
id 478 HSISS4 RS06985 WP 021143811.1

id 327 STU RS16115 WP 011226304.1

id 295 STER RS06915 WP 011226304.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 361 SMU RS01310 WP 002262737.1

id 1120479 EL097 RS01025 WP 003046682.1
id 478 HSISS4 RS06985 WP 021143811.1

id 327 STU RS16115 WP 011226304.1

id 295 STER RS06915 WP 011226304.1

consensus

SOUNERRLIR oL MA&\/ L RILEET: e @YB ol

Tel

MMMM&

WNMI

PULLEE DD b bk Dok | Dk kokok | % |

Al

* % %

IR

. A ETAL s L A

SGGMRQRIVIAIALACRPDVLICDEPTTALDVTIQAQIIDLLKSLKEEYGFSVIFITHDLGVVASIADKVAVMYAGEIIE
SGGMRQRIVIATALACRPDVLICDEPTTALDVTIQAQIIDLLKSLKEEYGFSVIFITHDLGVVASTIADKVAVMYAGEIIE
SGGMRQRIVIATALACRPDVLICDEPTTALDVTIQAQIIDLLKSLKEEYGFSVIFITHDLGVVASTIADKVAVMYAGEITIE|

PR TS

N N R Lol

BEEEEEEEEY

DUk bokorok | ookok |k Lok |

[ Rty

TR o

....... 350

TWLLHIg MKPIIVIQ LH KILIGYMEPA EEG V..... 356
TWLLHEDAPKV KPAVIQNLHEKIFJANMGFAHLGDEEEGNA 361
TWLLHEDAPKV KPAVIQONLHEKILANMGFAHLGDEEEGNA 361
361

TWLLHEDAPKV KPAVIQNLHEKILANMGFAHLGDEEEGNA
1 IETIEEY ]

156
160
160
160
160

236
240
240
240
240

316
320
320
320
320



(> S

non conserved
similar
>50% conserved



