
logo ML
Y
INKNRVI

VL IVGRMLTAKRADAVPDEMLVRKYTSPNSGNKQASAVGTAHTI
F
S
T
M
LAVNRNQRTFKTTNAQDSNGDERQEADFVINVCVFTIWGRQRKLSQAESNFVLVASNW

Y
F
L
T
A
G
KKGTSLAIVSGLVTDGER I

L
R
QTR

NTDB id 583 DLJ51 RS09560 WP 002962590.1 MYNKVILIGRLTAAPEMVKTPSNKSVTHITLAVNRRFKTQDGERQADFVNVVFWGKLAESLVSYAGKGSLVSLDGEIRTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 1120462 EL084 RS07705 WP 115255474.1 MINNVVLVGRMTRDAELRYTPSNQAVATFTLAVNRNFKNQNGEREADFINCVIWRQQAENLANWAKKGTLIGVTGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
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NTDB id 583 DLJ51 RS09560 WP 002962590.1 HYEK.DGQTHYVTEILAQSFQLLESRAQRALRENNGASDLT....................................... 120
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGG.....SGSGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDP 155
NTDB id 1120462 EL084 RS07705 WP 115255474.1 NYENQQGQRVYVTEIVADSFQILESRATREGQSGGSYNGGFNNNSSFGESSNG.......GFSSQPSQQTPNF.GRDESP 152
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQSG.......FTSPQQTGNAPAANNTQADP 153
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logo FAGNDNSGKNQADPLMIVDLI ESEDEDEDLPF
NTDB id 583 DLJ51 RS09560 WP 002962590.1 ......DLVLEEEELPF 131
NTDB id 113 BSU 40900 NP 391970.1 FANDGKPIDISDDDLPF 172
NTDB id 1120462 EL084 RS07705 WP 115255474.1 F.GNSNPMDISDDDLPF 168
NTDB id 624 LCA RS00040 WP 011373726.1 FANNGQAIDISDDDLPF 170
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