
logo

MTI LNAFKGI LKKIG
M
K
R
I
T
L
N
K
Y
K
R
F
LKWWI

L
I
L
G
S
G
I
I
V
G
S
L
T
A
I
F
L
I
L
I
L
F
M
S
V
F
LFCFPLGPYYLVEMPGGAYDI

VRSVLVTVNHNKAEDKEDKGSYNFVAVGSLVS
NTDB id 1120430 EL084 RS01680 WP 126439980.1 MTILNAFKGILKKIGRILYRLKWWILGIVGTAFIIFSLFCPLGYYVEMPGGAYDVRSVLTVNNKADKEDGSYNFVAVGVS 80
NTDB id 360 SMU RS02495 WP 002262039.1 ..............MKTNKKFKWWLISGISLILLLMVFFFPLPYYLEMPGGAYDIRSVVTVNHKEDKEKGSYNFVAVSLS 66
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TYKQALSTLAGHKKNAVSFLDNYMQGVYVLNQVDSKRHNSTFKG
NTDB id 1120430 EL084 RS01680 WP 126439980.1 QATLAQLVYAWLTPHTEITTEAATTGGYSNADYMRINQYYMETSQNTATYQALTLAGKNVSLDYQGVYVLNVDKHSTFKG 160
NTDB id 360 SMU RS02495 WP 002262039.1 KATPIQVLYAWLTPFTEITSAKETTGGVSDADYMRINQFYMETSQNGAIYKALSLAHKKASFNYMGVYVLQVSRNSTFKG 146
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NTDB id 1120430 EL084 RS01680 WP 126439980.1 LLHLADTVTGVNGKTFNSSAELMAYVADLDLGSDVTVQEISNGKSKEVSGKIIELPNGKNGIGIGLVDHTEVSSDVDVDF 240
NTDB id 360 SMU RS02495 WP 002262039.1 VLNIADTVTGVNDKTFHSSKELIKYVSGLKLGSKVSVQYTSENKKKTAKGKVIKLSNGKNGIGIGLVDHTKVTSDDKIEF 226
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STNSGFIGGPSAGLMFTLDIYDQLVNVKNEDLRKGR I

KIAGTGTIGNESDGSVGDIGGADGLMKVAVASAADKRAIGNADI FFVPNNPVDSEKAETKLKEK
NTDB id 1120430 EL084 RS01680 WP 126439980.1 ETSGFGGPSAGLMFTLDIYDQVNNEDLRKGRKIAGTGTINSDGSVGDIGGAGLKVVSAAKAGADIFFVPNNPVDEETKKE 320
NTDB id 360 SMU RS02495 WP 002262039.1 STNGIGGPSAGLMFTLDIYDQLVKEDLRKGRIIAGTGTIGEDGSVGDIGGADMKVAAADRINADIFFVPNNPVSKATLKK 306
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logo NPDKAKLTNYQEAKEQAAKDKLDGTDKMKIVPVKTNTVQEAIDYLRKSHTD
NTDB id 1120430 EL084 RS01680 WP 126439980.1 NPDAKTNYQEAKEAAKDLDTDMKIVPVTTVQEAIDYLRSTD 361
NTDB id 360 SMU RS02495 WP 002262039.1 NPKALTNYQEAKQAAKKLGTKMKIVPVKNVQEAIDYLRKH. 346
consensus !! ! !!!!!!! !!! ! ! !!!!!! !!!!!!!!! **
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