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NTDB id 1120419 EL084 RS00570 WP 126439903.1 MLGILTFIIVFGILVIVHEFGHLYFAKKAGILVREFSIGMGPKIFSHFDKEGTAYTFRILPLGGYVRMAGWGDDATEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
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logo GTSPASLTMLNGKDGLKVTRR INLSNDKRHQLVDNQTALPMNVTSAYDLEDKLETITGLVLDGEQTKTFYAEVHDHEDATIVEEDGTE I
LR IAPLKDVQY

NTDB id 1120419 EL084 RS00570 WP 126439903.1 GTPASLTMNKDGLVTRINLSNKHLDNTALPMNVTSYDLEDKLEITGLVLDEQKTFAVHHEATIVEEDGTEIRIAPLDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!!!!!**!!!*!*!!!!!****!*!!!!!!!!*!!!!!!!*!!!!!!*!*!!**!*!*!!!!!!!!!!*!!!!*!!!!

logo QNATSVI LWGRLMITNFAGPMNNF I LG I
VLAVF I LI LVAFMVQGGVPQNDTASTNALVIRQVADNGGAMAQAVASGVLKNTGDRAVI LVAIGNDKYDKVTNDWSDDSLTKE

NTDB id 1120419 EL084 RS00570 WP 126439903.1 QNATVLGRLMTNFAGPMNNFILGILAFILLVFMQGGVPNTATNAVRVADGGAMQAAGVKNGDRVLAIGDYKVTNWSDLTE 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
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logo AVLTRKESNTKQTKI
FSKGDTS ILSVKTVKDRKSSNGKQVEKETLIASVKPVQKEKSHQGSYLF ILGVSSPAVLKTGFLWKDKITFGGFQMAWQEGATAI LNAATLKGLVI STN

NTDB id 1120419 EL084 RS00570 WP 126439903.1 AVTKSTKTISKGDTISVKVKDKSGKVKTLAVKPVEKHGSYLIGVSSALKTGFWDKITGGFQMAWQGATAILNALKGLVSN 320
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
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A
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NTDB id 1120419 EL084 RS00570 WP 126439903.1 FSLNKLGGPVAMYQASSQAASYGLTSVVNLLALLSINLGIVNLIPIPALDGGKILMNLIEIVRRKPLKQETETYITLVGV 400
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
consensus !!!!!!!!!!!!*!*!*!!***!!*!***!***!!!!!!!*!!!!!!!!!!!!!*!!*!!**!!!!!*!!*!*!!!!*!!
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NTDB id 1120419 EL084 RS00570 WP 126439903.1 VIMIILMIAVTWNDIMRVFF 420
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
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