
logo MNDFENKI ETAAYGNL ILLEDNI
CQLR I

LENTEQLKHTHI
LYDAL I EQNSAFCYLGAEGASDEDAFVIAKAENNEKKLRQLNLTSKEEWRCRTSFQF I F IKAATQTS

NTDB id 1120416 EL084 RS00180 WP 115254812.1 MNFENIETAYGLILENIQLIENELKTHIYDALIEQNSFYLGAEGASEAVAANNEKLRQLNLTKEEWRCTFQFIFIKAAQT 80
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
consensus !*!!*!!*!!*!*!*!*!**!**!*!!*!!!!!!!!**!!!!!!!******!!*!!!!!!!*!!!!!**!!!!!!!!*!*
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L
MGI EVDDLL IDLSAS IAEDVMLDSKS

NTDB id 1120416 EL084 RS00180 WP 115254812.1 EALQANHQFTPDAIGFILMFLIENLTASKELDVLEIGSGTGNLAQTLLNNSSKDLNYLGIEVDDLLIDLSASIAEVMDSK 160
NTDB id 401 FSA28 RS09370 WP 002291646.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSS 160
NTDB id 392 SMU RS09000 WP 002263442.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS 160
consensus **!!*!!!!!!!*!!!!***!*!*!!****!!**!!!!!!!!!!*!**!!!!!***!*!!!!!!!!!!!!!!!!*!*!!*
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V I I SDLPVGFYPNDEKIAKQRYKQVASASKELGHTYAHHLLMEQSLKYLKKDEGI
LAVI FLAPVSDLLTSKEQ

NTDB id 1120416 EL084 RS00180 WP 115254812.1 AQFVQEDAVRPQILKESDVIISDLPVGFYPNDEIAKRYKVASSEGHTYAHHLLMEQSLKYLKKDGIAVFLAPVSLLTSKQ 240
NTDB id 401 FSA28 RS09370 WP 002291646.1 VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
NTDB id 392 SMU RS09000 WP 002263442.1 VHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
consensus **!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!*!!*!!*!!***!!!!!!!!!!!!!!!!!!!*!*!*!!!!!*!!!!*!

logo SDPLLKAKWLKQDNYNAVDTVI ILAVITSLPESAI FGKNQAKASNAIKS I FVLKKQASEQHQTSPLETSFVYPLATDLQSDRPEVLTRDRF IMDKKNFKKWNKI
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NTDB id 1120416 EL084 RS00180 WP 115254812.1 SDLLKAWLKDYADVIAVITLPESIFGNAANAKSIFVLKKQAEHTPETFVYPLADLQSREVLTDFIDKFKKWNIENMIF 318
NTDB id 401 FSA28 RS09370 WP 002291646.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF. 317
NTDB id 392 SMU RS09000 WP 002263442.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF. 317
consensus !*!!!*!!*******!!!*!!!*!!****!*!!!!!!!!!*****!*!!!!!*!!!**!!!**!***!!!!***!**
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