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NTDB id 358 SMU RS01425 WP 002263523.1 QNRINLFFISTLL PIYJ\ IIFAFMKPFEKMN 400
NTDB id 1120403 EL092 RS10470 WP 012131060.1 VLFSQN BJLFFIRTLL P YR\ IIFMEMKPFEKMN TMEAN 356
NTDB id 421 SGO RS10260 WP 012131060.1 VLFSQN BLFFIATLL P YR\ IIFJBFMKPFEKMN TMEAN 356
NTDB id 511 SMSK321 RS10730 WP 000668322.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDING IET|elsts
NTDB id 483 SM12261 RS00275 WP 000668315.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFBTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIE TRl

NTDB id 247 KZH43 RS00220 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET/REEEE
NTDB id 206 SPD RS00235 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIE TS
NTDB id 171 SPR RS00230 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET/REERE
NTDB id 131 SP RS00255 WP 000668284.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETREEEE
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NTDB id 1120403 EL092 RS10470 WP 012131060.1 pRESIRESIDK(ARRARNGRNGANYTNENQESNIANGIHASIHE L AN VIRYA AN B L ISR LEATIRUIDIQIM ISINCNINNRANNRNRASNNY 436
NTDB id 421 SGO RS10260 WP 012131060.1 IKSLTSEIMQRYQKIDKEFVIYLKKSFEY[R ESHMQKNLKEYIA L LNVIRILWRGAPNL VMD[RKISSLGQLITYNTLLVYF T Nise(d]
NTDB id 511 SMSK321 RS10730 WP 000668322.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYF T Nes(d)
NTDB id 483 SM12261 RS00275 WP 000668315.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYF T Neiae(d]

NTDB id 247 KZH43 RS00220 WP 000668290.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYF T Nes(d]
NTDB id 206 SPD RS00235 WP 000668290.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYF T N Rl
NTDB id 171 SPR RS00230 WP 000668290.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYF T Nee(d]
NTDB id 131 SP RS00255 WP 000668284.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYF T Nes(d)
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NTDB id 1120403 EL092 RS10470 WP 012131060.1 |HH\RSSIEHNESHASYIRIVNEIRIASSRYKINNANCGILIMKIIRSIHE Q@ T DI GLY SpaS4ea 4 A MMARSIEN SRR HERZA €34 T 516
NTDB id 421 SGO RS10260 WP 012131060.1 A DIpJF [GVRIYKYGYGIY VLS I ' LElIPEGSK 516
NTDB id 511 SMSK321 RS10730 WP 000668322.1 PLENIINLQTKLQTAQVANNRLNEVYLVWSEFEEKKTVEDLSLMKG MTFKQVMYKYGYGRDVLSDINLTIPQGSKVAFV 516

NTDB id 483 SM12261 RS00275 WP 000668315.1 PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVEYKYGYGRDVLMDINLTIPQGSKVAF VSIS

NTDB id 247 KZH43 RS00220 WP 000668290.1 PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVEIYKYGYGRDVLSDINLT PQGSKVAF ViR
NTIDB id 206 SPD RS00235 WP 000668290.1 PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVEIYKYGYGRDVLSDINLT PQGSKVAF ViEET3
NTDB id 171 SPR RS00230 WP 000668290.1 PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVEIYKYGYGRDVLSDINLT PQGSKVAF VRT3
NTDB id 131 SP RS00255 WP 000668284.1 PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVEIYKYGYGRDVLSDINLT PQGSKVAF ViESETS
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NTDB id 358 SMU RS01425 WP 002263523.1 640
NTDB id 1120403 EL092 RS10470 WP 012131060.1 [eAESIerIe)QmEW N QuIAYH 596
NTDB id 421 SGO RS10260 WP 012131060.1 G SGSGKTTLAKMMVFY 596

Q
NTDB id 511 SMSK321 RS10730 WP 000668322.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRA VEREESEIS
NTDB id 483 SM12261 RS00275 WP 000668315.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTIL NLLLGAKEGTTQEDILRAVEREESES

NTDB id 247 KZH43 RS00220 WP 000668290.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE 596
NTDB id 206 SPD RS00235 WP 000668290.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE 596
NTDB id 171 SPR RS00230 WP 000668290.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE 596
NTDB id 131 SP RS00255 WP 000668284.1 GISGSGKTTLAKMMVNFYDPSQGEISLGEVNLNQIDKKALRQYINYLEQQPYVFNGTILENLLLGAKEGTTQEDILRAVE| 596

consensus NN NN W o o oy o e N o N e e R I R N e e R e W e N e e



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

358

1120403 EL092 RS10470 WP 012131060.1

421
511
483
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

358

1120403 EL092 RS10470 WP 012131060.1

421
511
483
247
206
171
131

consensus

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

b

)

9

il

]

[z

il

0l

AETRSIDIENMPNYQTELHSDGAGISGGQ QRIALARALLTNAPVLILDEATSSLDILTEK I BJNL
LAEIRGIDIERMPLNYQTEL DGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRI DNL
LAEIRGDIERMPLNYQTEL DGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRI DNL
LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAP LILDEATSSLDILTEKRIVDNL
LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL

LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
LAEIREDIERMPLNYQTELTSDGAGISGGQRORIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
LAETREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL

IR B N

AL AEREAVND 6 e el AL
S s S % 1 o) % Bg =
760
717
Q 717
HRLTIAERTEKVVVL QGKIVEEGKHADLLAQGGFYAHLVNS 717
HRLTIAERTEKVVVLDQGKIVEEGRHADLLAQGGFYAHLVNS 717
HRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
HRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
HRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
HRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
UL Pokoskok 1k | Pl DD Dok Dok Dotk Dotttk LD Dok |

X non conserved
B similar
>50% conserved

719
675
675
675
675
675
675
675
675



