
logo MMKGALI LITF IL ILVI FGC I
V IVVVFHEYFGHFYFFAKKRSGI LVREFAIGMGPKI FSAHI

TGKDGTAVYTIR I LPLGGYVRMAGWSGDEDATTE IKT
NTDB id 1120384 EL092 RS09235 WP 172601504.1 MMGLLTFIIVFGIIVVVHEYGHFYFAKKSGILVREFAIGMGPKIFSHIGKDGTAYTIRILPLGGYVRMAGWSDDATEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !****!!***!**!!!*!!*!!!*!!!*!!!!!!!!!!!!!!!!!*!*!!!!!*!!!!!!!!!!!!!!!!!**!*!!!!!

logo GTSPVASLTLNGEKEDGKVI
RRVINLSGDKRKQI

VDQTALPMNVTSAFYDFLEDKLETITGLVLEGESTRKTYSEVDHDATIVEAEDGTEVLR IAPLKDVQY
NTDB id 1120384 EL092 RS09235 WP 172601504.1 GTPVSLTLNEEGKVIRVNLSGKKIDQTALPMNVTSFDFEDKLEITGLVLEESRTYSVDHDATIVEADGTEVRIAPLDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!*!!!!***!!!*!*!!!****!!!!!!!!!!**!*!!!!*!!!!!!*!**!!*!!!!!!!!!*!!!!*!!!!*!!!!

logo QNATS IWGRL ITNFAGPMNNF I LG I
V
V
L
A
VFWI I L IAAFLVQGGVQNDLTDSTNHLVIQVAPNNGGALAAQQVASGVLKNTNGDQAI LVKAVIGNQKTDEKI

V
S
T
N
DWDDSLTKQE

NTDB id 1120384 EL092 RS09235 WP 172601504.1 QNATIWGRLITNFAGPMNNFILGIVAFWILIALQGGVQNLDTNHVQVAPNGALAQAGVKNNDQILKVGQTEISNWDDLTQ 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!!*!!!!!!!!!!!!!!!!!!!***!*!!***!!!!!***!!**!!!**!!****!*!**!*!**********!!*!**

logo AVLERKEENTKQDKQFSKNGPDKSLNSLVTVKSRGSNNGEQTEKEETVITSVSKPKQEKESGQDGRSYLFLGVTSPGVMLKSTDGLMKSDMKLIVFGGLFTQMAWDEAGAFTRAI LNAATLKNGL I FTHN
NTDB id 1120384 EL092 RS09235 WP 172601504.1 AVEKETKDQ.KNPKLNLTVKSG.NETKEVTVSPKKEGDRYLLGVTPGMKSDLMSMLVGGLTMAWDAAFRILNALKNLIFH 318
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
consensus !****!****!***!**!!!**********!*!******!*!!!*!**!**!*****!!**!!!**!**!!**!!*!!**

logo

P
FSLNQKLGGPVAI

MFRQVMSSAQAASQEASGLDIQSVI ILSDLLMAGLMLS INI
LG I FNL IP IPALDGGKIVLMNI I EA IRRKPLKNRQETI ETSYVITLAGV

NTDB id 1120384 EL092 RS09235 WP 172601504.1 PSLNQLGGPVAIFRVSSQAAQAGLDQVISLLALLSINIGIFNLIPIPALDGGKIVLNIIEAIRRKPLKRETETYVTLAGV 398
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
consensus *!!!*!!!!!!*!**!*!!***!!*****!***!!!!*!!!!!!!!!!!!!!!!!*!!!!!!!!!!!**!*!*!*!!!!!

logo AI
VMVVLMIAVTWNDIMRTAFF

NTDB id 1120384 EL092 RS09235 WP 172601504.1 AIMVVLMIAVTWNDIMRTFF 418
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
consensus !*!!!!!!!!!!!!!!!*!!

X non conserved

X similar

X ≥ 50% conserved


