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NTDB id 596 KW2 RS08720 WP 021037686.1 ..MRFLLIKFPLIFLTYLVVLLYFCIFTYNLPL....LILFICSILLALFRKYYLMIPILIVFAVFFLLINSLSIRDNEN 74
NTDB id 1120367 EL092 RS07985 WP 012130665.1 MSQWIKKLPLAPIYLCFLLVWLYFAIYSGERLAYLGYSLLIARLIWHYPRKKWLPTLAILIAFSFFFYARRELAERAFQT 80
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFLFQNWQQSQASQN 80
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVFLLVCLFIQFLWKSAGKVLVICGIFGFWFVFQNWQQSQASQN 80
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQN 80
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQN 80
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQN 80
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQN 80
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NTDB id 596 KW2 RS08720 WP 021037686.1 QPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNFNGFDDQKY 154
NTDB id 1120367 EL092 RS07985 WP 012130665.1 QPAPARQVLVLPDTVKVNGDSLSFRGRIDGRLYQLYYKLASPREKKTFQKLTDLVTLEIEAEFNLAEERRNFSGFDYQAY 160
NTDB id 494 SM12261 RS04305 WP 000942409.1 LADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQRNFGGFDYQAY 160
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNFGGFDYQAY 160
NTDB id 189 SPR RS04300 WP 000942407.1 LADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAY 160
NTDB id 223 SPD RS04540 WP 000942407.1 LADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAY 160
NTDB id 154 SP RS04735 WP 000942394.1 LADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAY 160
NTDB id 264 KZH43 RS04200 WP 000942407.1 LADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAY 160
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NTDB id 596 KW2 RS08720 WP 021037686.1 LASQNIYRQITIQQITNVEIKKNF....DLHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSSLGIIHL 230
NTDB id 1120367 EL092 RS07985 WP 012130665.1 LKSQGIYRTVKISRIMSSRSSQSTNPFDWLSVWRRKALVFIKSTFPSPMSHYMTGLLFGDLDIDFAEMNGLYSSLGIIHL 240
NTDB id 494 SM12261 RS04305 WP 000942409.1 LKTQGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLYSSLGIIHL 240
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LKTQGIYQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240
NTDB id 189 SPR RS04300 WP 000942407.1 LKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240
NTDB id 223 SPD RS04540 WP 000942407.1 LKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240
NTDB id 154 SP RS04735 WP 000942394.1 LKTQGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240
NTDB id 264 KZH43 RS04200 WP 000942407.1 LKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHL 240
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NTDB id 596 KW2 RS08720 WP 021037686.1 FALSGMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNI...RLTSLDNIGVTTLVLMLI 307
NTDB id 1120367 EL092 RS07985 WP 012130665.1 FALSGMQVGFFMDVFRKILLRIGLRMETVDWLQFPLSFLYAGLTGFSVSVVRSLVQKLLSQFGVRRLDNFAMTMLVLMLL 320
NTDB id 494 SM12261 RS04305 WP 000942409.1 FALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIV 320
NTDB id 522 SMSK321 RS04965 WP 000942453.1 FALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFII 320
NTDB id 189 SPR RS04300 WP 000942407.1 FALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIV 320
NTDB id 223 SPD RS04540 WP 000942407.1 FALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIV 320
NTDB id 154 SP RS04735 WP 000942394.1 FALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIV 320
NTDB id 264 KZH43 RS04200 WP 000942407.1 FALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIV 320
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NTDB id 596 KW2 RS08720 WP 021037686.1 SPKFLLTTGGQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFDFMLLPL 387
NTDB id 1120367 EL092 RS07985 WP 012130665.1 MPSFLLTTGGVLSCAYAFIITMLDF..EDSSGFRKAVLESLSISLGILPLLIYYFAEFQPWSILLTFLFSIVFDTFMLPL 398
NTDB id 494 SM12261 RS04305 WP 000942409.1 MPNFFLTAGGVLSCAYAFILTMTSK...EGEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPL 397
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MPNFFLTAGGVLSCAYAFILTMTSK...EGEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPL 397
NTDB id 189 SPR RS04300 WP 000942407.1 MPNFFFTAGGVLSCAYAFILTMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPL 397
NTDB id 223 SPD RS04540 WP 000942407.1 MPNFFFTAGGVLSCAYAFILTMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPL 397
NTDB id 154 SP RS04735 WP 000942394.1 MPNFFLTAGGVLSCAYAFILTMTSK...EGEGLKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPL 397
NTDB id 264 KZH43 RS04200 WP 000942407.1 MPNFFFTAGGVLSCAYAFILTMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPL 397
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NTDB id 596 KW2 RS08720 WP 021037686.1 LLCCFLISFLGFSLNLNFIFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVGFIFLFFF 467
NTDB id 1120367 EL092 RS07985 WP 012130665.1 LSLIFLISPLFAFTQVNVFFQWLEMVIRWVASLSTRPIILGQPNLPLLIILLLVLALLYDFRKQKKIRAGLSLLAILLFF 478
NTDB id 494 SM12261 RS04305 WP 000942409.1 LSILFALSFLHPVIQLNFIFEWLEGMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLAVLSLLITGLFF 477
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LSVLFALSFLYPVIQLNFIFEWLEGMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLAVLSLLITGLFF 477
NTDB id 189 SPR RS04300 WP 000942407.1 LSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLFL 477
NTDB id 223 SPD RS04540 WP 000942407.1 LSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLFL 477
NTDB id 154 SP RS04735 WP 000942394.1 LSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLSLLITGLFF 477
NTDB id 264 KZH43 RS04200 WP 000942407.1 LSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLFL 477
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NTDB id 596 KW2 RS08720 WP 021037686.1 ITKNPMRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLALP..QKNWQKAQTQSNADKTLIPYLESMGVAHIDQLILT 545
NTDB id 1120367 EL092 RS07985 WP 012130665.1 LSKHPLQNEITVVDIGQGDSIFLRDVRG.RTIVIDTGGRVEIGK.KEAWQERVRKSNAETTLIPYLKSRGVDHLDQLVLT 556
NTDB id 494 SM12261 RS04305 WP 000942409.1 LTKHPLENEITMLDVGQGESIFLRDVTG.KIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSKIDQLILT 556
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LTKYPLENEITMLDVGQGESIFLRDVAG.KTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSRGVAKIDQLILT 556
NTDB id 189 SPR RS04300 WP 000942407.1 LTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILT 556
NTDB id 223 SPD RS04540 WP 000942407.1 LTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILT 556
NTDB id 154 SP RS04735 WP 000942394.1 LTKYPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAKIDQLILT 556
NTDB id 264 KZH43 RS04200 WP 000942407.1 LTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILT 556
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NTDB id 596 KW2 RS08720 WP 021037686.1 HTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNNDSIVT 625
NTDB id 1120367 EL092 RS07985 WP 012130665.1 HTDTDHMGDMLELAKHFSIREIYVSKGSMTQVDFVDKLKKMKAKVHVVEVGDRLPIFDSALEVLYPLGQGDGGNDDSIVL 636
NTDB id 494 SM12261 RS04305 WP 000942409.1 NTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGYEDSLVL 636
NTDB id 522 SMSK321 RS04965 WP 000942453.1 NTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGGHDDSLVL 636
NTDB id 189 SPR RS04300 WP 000942407.1 NTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVL 636
NTDB id 223 SPD RS04540 WP 000942407.1 NTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVL 636
NTDB id 154 SP RS04735 WP 000942394.1 NTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVL 636
NTDB id 264 KZH43 RS04200 WP 000942407.1 NTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVL 636
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NTDB id 596 KW2 RS08720 WP 021037686.1 YGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQETLETL 705
NTDB id 1120367 EL092 RS07985 WP 012130665.1 YGEFFRTKFLFTGDLEAPGEGQMVTAYPDLRVDVLKAGHHGSKGSSSPEFLEHIKPKLALISAGKNNRYQHPHKETLDRF 716
NTDB id 494 SM12261 RS04305 WP 000942409.1 YGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQETLTRL 716
NTDB id 522 SMSK321 RS04965 WP 000942453.1 YGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQETLTRL 716
NTDB id 189 SPR RS04300 WP 000942407.1 YGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRL 716
NTDB id 223 SPD RS04540 WP 000942407.1 YGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRL 716
NTDB id 154 SP RS04735 WP 000942394.1 YGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQETLTRL 716
NTDB id 264 KZH43 RS04200 WP 000942407.1 YGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRL 716
consensus !!***** !!!!!*!!**!!******!!*!*! !!!***!! !*!!!**!*****!***!!!*!!*!!***! *!!!***

logo

A
E
T
K
G
Y
IQNTVSKI

T
V
F
L
YRTDEQHKQGAIKRLFTKEGVWLDNQQSWQKVIKETSVGR

NTDB id 596 KW2 RS08720 WP 021037686.1 AKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR 736
NTDB id 1120367 EL092 RS07985 WP 012130665.1 EKIQTKIFRTDEQGAIRFKGWN.SWQIETVR 746
NTDB id 494 SM12261 RS04305 WP 000942409.1 ETINSKVYRTDQHGAIRFKGWN.SWKVETVG 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 EGINSKVYRTDQQGAIRFKGWN.SWKIESVR 746
NTDB id 189 SPR RS04300 WP 000942407.1 EGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
NTDB id 223 SPD RS04540 WP 000942407.1 EGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
NTDB id 154 SP RS04735 WP 000942394.1 EGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 EGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
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