
logo

MKEKI LAYVKDNRLFVSVIAVLMVI FCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEGSEKVK

NTDB id 1014 ACIAD RS13855 WP 004924483.1 ................................................................................ 0
NTDB id 300 STER RS07485 WP 011681496.1 MKEKILAYVKDNRLFVSVIAVLMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEGSEKVK 80
NTDB id 1272 LPP RS04360 WP 010946546.1 ................................................................................ 0
NTDB id 1249 GCO85 RS04230 WP 010946546.1 ................................................................................ 0
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ................................................................................ 0
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ................................................................................ 0
NTDB id 1294 VP RS04495 WP 021449594.1 ................................................................................ 0
NTDB id 1120326 EL191 RS13545 WP 013715876.1 ................................................................................ 0
NTDB id 1362 HI 1008 AAC22669.1 ................................................................................ 0
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ................................................................................ 0
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NTDB id 1014 ACIAD RS13855 WP 004924483.1 ....................................MSIRHFFTFFWATLLTLFSMQIVFAQGFDQQYDAWKTQQKAHDT 44
NTDB id 300 STER RS07485 WP 011681496.1 SKVTVDVKGAVVNPGVYTLKAGARVTDVIQEAGGMTEDAD.AKSVNLA..ASLSDEEVIYVANKDENV..........SV 147
NTDB id 1272 LPP RS04360 WP 010946546.1 .........................................MK..ARLIAILLSFIVIPFSSQAENE............. 24
NTDB id 1249 GCO85 RS04230 WP 010946546.1 .........................................MK..ARLIAILLSFIVIPFSSQAENE............. 24
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ....................................MQIK.TKIVTLF..LSLCLPTLPLLANAEETA..........P. 30
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ....................................MQIK.TKIVTLF..LSLCLPTLPLLANAEETA..........P. 30
NTDB id 1294 VP RS04495 WP 021449594.1 ............................................MKWI..LTLCLVVFAPLSLAAD............T. 21
NTDB id 1120326 EL191 RS13545 WP 013715876.1 ...........................................MMKIYLSSVLFAVLTSLS.LAASAV..........ET 26
NTDB id 1362 HI 1008 AAC22669.1 .........................................MKTL..FTSVVLCGALVVSSSFAEEKA..........TX 27
NTDB id 1382 A4U84 RS07375 WP 062924234.1 .........................................MKKLSRYTFSLLFG.LFSATTFAEEKV..........TT 28
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NTDB id 1014 ACIAD RS13855 WP 004924483.1 RLNSSASHHSLSKPTQQSGTGVKVNINSATAKELQ.QLHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNR 123
NTDB id 300 STER RS07485 WP 011681496.1 L.DQTGTGQVSDKGGQAVSKDGKINLNTATSEQLQ.TISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLDKIR 225
NTDB id 1272 LPP RS04360 WP 010946546.1 .........PQKTPAKQVLVKGKINLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQGFKSLEELAEVKGIGQRFVDKNR 95
NTDB id 1249 GCO85 RS04230 WP 010946546.1 .........PQKTPAKQVLVKGKINLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQGFKSLEELAEVKGIGQRFVDKNR 95
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ............AAQVEEGIVITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNA 98
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ............AAQVEEGIVITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNA 98
NTDB id 1294 VP RS04495 WP 021449594.1 ............KADKYEGIEITVNINTASAEEIATMLKGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNE 89
NTDB id 1120326 EL191 RS13545 WP 013715876.1 SKTE.....PAATASAQVSQAVTVNLNTADAETLQRELAGIGATKAQAIVAYREAHGNFASVDELLEVKGIGEATLDKNR 101
NTDB id 1362 HI 1008 AAC22669.1 QTAQSVVTTQAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNR 107
NTDB id 1382 A4U84 RS07375 WP 062924234.1 STEHTPVVMQQ.VAATQKVNANVVNINTATASEIQDKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNR 107
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NTDB id 1014 ACIAD RS13855 WP 004924483.1 DRLAI..... 128
NTDB id 300 STER RS07485 WP 011681496.1 ESLYVA.... 231
NTDB id 1272 LPP RS04360 WP 010946546.1 EKLKEIFVIN 105
NTDB id 1249 GCO85 RS04230 WP 010946546.1 EKLKEIFVIN 105
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ARILL..... 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ARILL..... 103
NTDB id 1294 VP RS04495 WP 021449594.1 DRILL..... 94
NTDB id 1120326 EL191 RS13545 WP 013715876.1 DKLMVD.... 107
NTDB id 1362 HI 1008 AAC22669.1 DRIIF..... 112
NTDB id 1382 A4U84 RS07375 WP 062924234.1 DCIVIE.... 113
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