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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 1120319 EL191 RS08435 WP 041978015.1 ....MLALALGLLSLRFLPSLPPGWLLL..VAACVGLALLL......SRLYP....LGFFLLGLAWACNSAQWALDDRLG 64
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLL..ALAPVGLLLLP......FRWRP....LAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 1120319 EL191 RS08435 WP 041978015.1 PELDGRTLWLEGRVVGLPEVSDGVVRFLLEDAHSR.RADLPKRLRVAWYD....................GPTVQGGERW 123
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHSR.HAGLPSRIRLAWYG....................GPEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 1120319 EL191 RS08435 WP 041978015.1 RLAVNLKRPHGLVNPQSFDYEAWLLAQRIGATGTIKSGQRLAPA............SGLGSWRDSLRQRLLAA.PAVERE 190
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTV.EAHGRA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 1120319 EL191 RS08435 WP 041978015.1 GAIAALVLGDGSGLSTKDWRLLQHTGTVHLMVISGQHIGLLAGFLYGLVALLAKLGAW.........PARWPWLPCACAL 261
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGIW.........PQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 1120319 EL191 RS08435 WP 041978015.1 ALGGALTYGLLAGFEVPVRRACVMVALVLLWRMRFRHLGAWWPLLLALIVVLLLEPLASLQPGFWLSFSAVAILALVFG. 340
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR. 344
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 1120319 EL191 RS08435 WP 041978015.1 ......GRL.......GVWGWWRGLTRAQWTMAIGLLPMMLVLGLPVSSSGPLANLIAVPWVGLVVVPLALLGTLLLPIP 407
NTDB id 1199 PSJM300 12650 AFN78592.1 ......GRL.......GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 1120319 EL191 RS08435 WP 041978015.1 MLGEGLLWLAGGALHLLFELLGIIAGWLPAWLPSVLPLWAWWLAAAGALLLLLPAGVP...LRLPGLALLLPALLLPAPH 484
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
consensus *****!*!**** * ****!******* **!*****!*!!! !***! **!!*!*!** *!* ! *!!*!*!*****

logo

L
P
D
E
P

D
P
QGERFADER I

M
V

V
W
A
V
L
FDI

VGQGALSATVLVERTARDEGHRALLFYDTAGPRFQYGDLFADDAITAGDER I
V
I
V
F
L
VPYSLRAGQHLNGVLEQRAQRI

LDLTVLML
M
V

V
LSHEADNSDHAGGTAAELTAVIKMQRA

NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 1120319 EL191 RS08435 WP 041978015.1 LDDGRADIWVLDVGQGLAVLVRTREHALLYDAGPRFGDFD.TGERIVLPSLRALNLRQLDVMLLSHADNDHAGGAAAIKA 563
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDFD.IGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 1120319 EL191 RS08435 WP 041978015.1 GMPVSRVVSGEPRR.......LADALGAEACESGQSWQWNEVVFRLWQWE......RASSGNQLSCVLQIEAAGERLLLT 630
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 1120319 EL191 RS08435 WP 041978015.1 GDIDVQAERALMQADFP..LSSQWLLAPHHGSRTSSSQAFIDAVGAQHVLITRSRHNAFGHPHPQVLERYRAAGVLVHDT 708
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDGGME..VNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1120319 EL191 RS08435 WP 041978015.1 ALDGALHLRLGEHG..AARALRREPRFWREK................. 737
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGAFG..GARRMRDEPRFWREK................. 741
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