
logo MRTADELRLSLRLQGSEGETQGQRR I LRLYHFLYRLSTIGLAVL IVLL I SSENLDEDEQFVLDKLVVHI
PELFHRTVGSWACYL IVFLNI L IVALVFLLVPQKPPSKRHQLLMPQI

LF
NTDB id 1120316 EL191 RS05355 WP 017361287.1 MTADLSLQGGTQGRRILRLYHFYRLSIGLALILLISSNLDEQFLDVVHIELFRTGSWAYLILNILIAVLVQKPKHLMQLF 80
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIF 80
consensus ! !* !! !!!!!!! !!!*!!! !*!!!!! !**! ! *!!*!!!* !!!*!!* !!!*!* ******!***!

logo

I
SLALTVDVI

L
F
MLCSAGLFYAAGGGTVPSGIGNSLLVVAVAIANI LLRGR IGLLVIAAAIAAS ILAGL ILYLTFFYLSLSRSPADAATANHQYVQAGAGLG

NTDB id 1120316 EL191 RS05355 WP 017361287.1 SLALVDVIFLSALFYAAGGTPSGIGNLLVVAVAIANILLRGRIGLLIAAIAAIALIYLTFYLSLSRPAAAAQYVQAGALG 160
NTDB id 1472 PAKAF RS23995 WP 016253893.1 ILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLG 160
consensus !!! !!* !**!!!!*!! !!!!! !!!!!!!!!!!!!!!!!!!*!!! ! **!*!!!!*!!!! ! ! *!!!!!*!!

logo

A
TLCFAAGALFVIQAGI

L
T
VRRLQEQQVSTESTLAEEQRAAEDTVANLEELNAELQI LQRMRTGI LVLVDSTQRHQAR I

VLLANQAGALTGQLLGRQRDGDELVQTGAKI
S
I
L
D
G

NTDB id 1120316 EL191 RS05355 WP 017361287.1 ALCFAGALFIQGITRRLQVSESLAEQRAADVANLEELNEQILQRMRTGILVLDTQHRVLLANQGATQLLGRGELTGKIID 240
NTDB id 1472 PAKAF RS23995 WP 016253893.1 TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLG 240
consensus !!!!*!! !!** !! *!*!!! !! !!!!!!!! !!!!!!!!!!!*!* * *!!!!!*! !! ** ! *

logo

P
RHCSPEMLMVHKCRLMKQQWLRHLNPSTLRPDPSTLKQAVQVPVDGPTVLVQPSF I SLNQREGDEDQQHI

VL IVFLDEDI SQIAQQAQQLMKLAGSLGRLTAGIAHE
NTDB id 1120316 EL191 RS05355 WP 017361287.1 PHCPELVKRLQQWLHNPTLRPDSLQAQVDGPVLQPSFISLQRGEQQHILVFLDDISQIAQQAQQLKLASLGRLTAGIAHE 320
NTDB id 1472 PAKAF RS23995 WP 016253893.1 RHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE 320
consensus *!*! !**** !! *!!*!!!**! *!!! *!!!!!!!*! * !!*!*!!*!!!!!!!!!!!*!!! !!!!!!!!!!!

logo I RNPLGAI SHAAQLLQESEDELDQAGPDQRRLATQI IQDHQSKRMNLVI ENVLQLSRRRQAEPQLQLDLKEYWLHQRFAVDSEFYPRGSRSALPRNSD
NTDB id 1120316 EL191 RS05355 WP 017361287.1 IRNPLGAISHAAQLLQESEDLQGPDQRLAQIIQDHSKRMNLVIENVLQLSRRRQAEPQLLDLKYWLHRFASEFRSSAPSD 400
NTDB id 1472 PAKAF RS23995 WP 016253893.1 IRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRND 400
consensus !!!!!!!!!!!!!!!!!!!*! *!! !! !!!!!*!!!!!!!!!!!!!!!!!!!!!!! !!!! !!*!! !** * !

logo
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Q
I
LHLEQLTGQAGGDS ILQTRMDPHQLNTQVLSTNLVQNGLRYSAQAKHGRLRGQVWLRSLAFRDEPESSDLPVLE I ILDDGPGVPAPDEKQELNQHNI

LFEP
NTDB id 1120316 EL191 RS05355 WP 017361287.1 RQIHLETQGGSLQTRMDPHQLTQVLTNLVQNGLRYSAQKHRLGQVWLRLFRDESSDLPVLEILDDGPGVPPEQEQHIFEP 480
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEP 480
consensus *!! *! *!!!!!!!!! !!!*!!!!!!!!!!!! ! !!!!! ! !!* !!!!!!!!*!!!!!!!** ***!!!

logo FFYTTENSKGTGLGLYI
LSRELCEQGSNQAR I

LDYKRNPREEGGGGSCFR ITFAHPRKLS
NTDB id 1120316 EL191 RS05355 WP 017361287.1 FYTTENKGTGLGLYISRELCQGNQARLDYKPREGGGSCFRITFAHPRKLS 530
NTDB id 1472 PAKAF RS23995 WP 016253893.1 FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
consensus !*!!! !!!!!!!!*!!!!! !!!!*!!**!! !! !!!!!!!!!!!!!



X non conserved

X similar

X ≥ 50% conserved


