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NTDB id 281 KZH43 RS03550 WP 000882517.1 FEKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDD 457
NTDB id 245 SPD RS03860 WP 000882517.1 FEKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDD 457
NTDB id 243 SPR RS03635 WP 000882517.1 FEKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDD 457
NTDB id 241 SP RS04015 WP 000882523.1 FEKAAYFRDQIAKYKEMQKKK......ITDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDD 457
NTDB id 85 BSU 00860 NP 387967.1 FEKAASLRDTEQRLREQVEDTKKSWKEKQGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIGQDE 515
NTDB id 610 V4T04 RS10165 WP 012897346.1 IKASRTKEKAVEKIADKIYKFS.....VKEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKRVVGQEE 524
NTDB id 1120281 EL087 RS08370 WP 126407960.1 WKKVGALLEK.........ESQ.....PIVY.KLKVKDEDILATLSGLSGIPVQKLTQTDAKKYLHLEKELHKRVIGQNE 518
NTDB id 287 SP RS11210 WP 001109712.1 WKQAAQLIAK.........EEE.....VPVY.KDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQ 519
NTDB id 290 KZH43 RS10025 WP 001109677.1 WKQAAQLIAK.........EEE.....VPVY.KDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQ 519
NTDB id 289 SPD RS10700 WP 001109677.1 WKQAAQLIAK.........EEE.....VPVY.KDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQ 519
NTDB id 377 SMU RS09275 WP 002262344.1 YQLAKRLLKK.........EKK.....PLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRVIGQDD 522
NTDB id 329 STU RS10020 WP 011225298.1 IGAAVKQYKA.........NQK.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDE 525
NTDB id 297 STER RS00545 WP 011680614.1 IGAAVKQYKA.........NQK.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDE 525
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NTDB id 601 KW2 RS02615 WP 021036805.1 AVDKISKAIRRSRVGLGKPNRPIGSFLFVGPTGVGKTELAKQLAKELFGSSESMIRFDMSEYMEKHSVAKLIGAPPGYVG 531
NTDB id 378 SMU RS02690 WP 002263569.1 AVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLVGAPPGYVG 538
NTDB id 281 KZH43 RS03550 WP 000882517.1 AVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVG 537
NTDB id 245 SPD RS03860 WP 000882517.1 AVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVG 537
NTDB id 243 SPR RS03635 WP 000882517.1 AVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVG 537
NTDB id 241 SP RS04015 WP 000882523.1 AVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVG 537
NTDB id 85 BSU 00860 NP 387967.1 AVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSPPGYVG 595
NTDB id 610 V4T04 RS10165 WP 012897346.1 AISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPPGYVG 604
NTDB id 1120281 EL087 RS08370 WP 126407960.1 AISAISRAIRRNQSGIRTSKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVG 598
NTDB id 287 SP RS11210 WP 001109712.1 AVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVG 599
NTDB id 290 KZH43 RS10025 WP 001109677.1 AVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVG 599
NTDB id 289 SPD RS10700 WP 001109677.1 AVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVG 599
NTDB id 377 SMU RS09275 WP 002262344.1 AVSSISRAIRRNQSGIRVGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVG 602
NTDB id 329 STU RS10020 WP 011225298.1 AVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVG 605
NTDB id 297 STER RS00545 WP 011680614.1 AVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVG 605
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VLEDDGFRVVLTDATGSRKQGRTKVSDFRKSDNSATLI LI IMTSNVALGTASGTESKALKRRSVTDNEDAKNYSTVGFNGVA
NTDB id 601 KW2 RS02615 WP 021036805.1 YEEAGQLTERVRRNPYSLILLDEIEKAHPDVMHMFLQILEDGRLTDAQGRTVSFKDSLIIMTSNAGTGK..VEASVGFGA 609
NTDB id 378 SMU RS02690 WP 002263569.1 YEEAGQLTEKVRRNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDTIIIMTSNAGTGK..SEANVGFGA 616
NTDB id 281 KZH43 RS03550 WP 000882517.1 YDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGA 615
NTDB id 245 SPD RS03860 WP 000882517.1 YDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGA 615
NTDB id 243 SPR RS03635 WP 000882517.1 YDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGA 615
NTDB id 241 SP RS04015 WP 000882523.1 YDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGA 615
NTDB id 85 BSU 00860 NP 387967.1 YDEGGQLTEKVRRKPYSVVLLDEIEKAHPDVFNILLQVLEDGRLTDSKGRTVDFRNTILIMTSNVGASELKRNKYVGFNV 675
NTDB id 610 V4T04 RS10165 WP 012897346.1 YDEGGQLTERVRNKPYSVVLLDEVEKAHPDVFNIMLQILDDGFVTDTKGRKVDFRNTIIIMTSNLGATALRDDKTVGFGA 684
NTDB id 1120281 EL087 RS08370 WP 126407960.1 YEEGGELTEKVRNRPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATSLRDDKTVGFGA 678
NTDB id 287 SP RS11210 WP 001109712.1 YEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGA 679
NTDB id 290 KZH43 RS10025 WP 001109677.1 YEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGA 679
NTDB id 289 SPD RS10700 WP 001109677.1 YEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGA 679
NTDB id 377 SMU RS09275 WP 002262344.1 YEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGA 682
NTDB id 329 STU RS10020 WP 011225298.1 YDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGA 685
NTDB id 297 STER RS00545 WP 011680614.1 YDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGA 685
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NTDB id 601 KW2 RS02615 WP 021036805.1 AREG.....RTKSVLGQLGDFFSPEFMNRFDGIIEFSALSKENLLKIVDLMLDEVNEQIGRNDIHLSVTQAAKEKLVDLG 684
NTDB id 378 SMU RS02690 WP 002263569.1 SREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFQALSKDNLLQIVSLMLDDVNQRLAVNAIHLDVTDKVKEKLVDLG 691
NTDB id 281 KZH43 RS03550 WP 000882517.1 AREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLG 690
NTDB id 245 SPD RS03860 WP 000882517.1 AREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLG 690
NTDB id 243 SPR RS03635 WP 000882517.1 AREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLG 690
NTDB id 241 SP RS04015 WP 000882523.1 AREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLG 690
NTDB id 85 BSU 00860 NP 387967.1 QDETQNHKDMKDKVMGELKRAFRPEFINRIDEIIVFHSLEKKHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAEEG 755
NTDB id 610 V4T04 RS10165 WP 012897346.1 KNITADYSAMKSRILEELKRHYRPEFLNRIDENIVFHSLESQEIEQIVKIMSKSLIKRLAEQDIHVKLTPSAVKLIAEVG 764
NTDB id 1120281 EL087 RS08370 WP 126407960.1 RDARFDHESMEKRMMEELKKSYRPEFINRIDEKVVFHSLTSEDMQEVVKIMVKPLIVSLAEKGIELKFQPSALKLLAKKG 758
NTDB id 287 SP RS11210 WP 001109712.1 KDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLTEKGIDLKLQASALKLLANQG 759
NTDB id 290 KZH43 RS10025 WP 001109677.1 KDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQG 759
NTDB id 289 SPD RS10700 WP 001109677.1 KDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQG 759
NTDB id 377 SMU RS09275 WP 002262344.1 KSFSQDYKAMESRILEELKKVYRPEFINRIDEKVVFHNLGQEDIRHIVKIMVAPLIAHLADQGITLKFQPSALKHLALAG 762
NTDB id 329 STU RS10020 WP 011225298.1 QTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDG 765
NTDB id 297 STER RS00545 WP 011680614.1 QTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDG 765
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NTDB id 601 KW2 RS02615 WP 021036805.1 YNPAMGARPLRRTIQENIEDSIADFYIEHPEYKQL.VADLIDDKIVISNQTQETAETTDEEVPAE 748
NTDB id 378 SMU RS02690 WP 002263569.1 YDPKMGARPLRRTIQEHIEDAITDFYLEHPEQKEL.KAIMTSNGKIVIKASNK.VETVTKATSD. 753
NTDB id 281 KZH43 RS03550 WP 000882517.1 YDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 245 SPD RS03860 WP 000882517.1 YDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 243 SPR RS03635 WP 000882517.1 YDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 241 SP RS04015 WP 000882523.1 YDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDL.KAVMTSKGNIQIKSAKK.AEVKSSEKEK. 752
NTDB id 85 BSU 00860 NP 387967.1 VDLEYGARPLRRAIQKHVEDRLSEELLRGNIHKGQHIVLDVEDGEFVVKTTAKTN.......... 810
NTDB id 610 V4T04 RS10165 WP 012897346.1 FDPEYGARPLRKALQKEVEDLLSEQLLSGEIKAGNHVSIGASNKKIKIAQIV............. 816
NTDB id 1120281 EL087 RS08370 WP 126407960.1 YDPEMGARPLRRTLQTQVEDHLSEFLLAGELQTGQRLKVGVKAGQLKFEVL.............. 809
NTDB id 287 SP RS11210 WP 001109712.1 YDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSTLKIGVKAGQLKFDIA.............. 810
NTDB id 290 KZH43 RS10025 WP 001109677.1 YDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA.............. 810
NTDB id 289 SPD RS10700 WP 001109677.1 YDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA.............. 810
NTDB id 377 SMU RS09275 WP 002262344.1 YDAEMGARPLRRTLQTEVEDKLAELILSGKLASGQTLKIGIQKEKLKFDIV.............. 813
NTDB id 329 STU RS10020 WP 011225298.1 YDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTVV.............. 816
NTDB id 297 STER RS00545 WP 011680614.1 YDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTVV.............. 816
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