
logo MS
TEKTGFKRYS I LASGSSTGNCSFYLETPKQKKRI

LL IDAGLSGKKI STQSLLMASE IDRKPVDEDLVDAI LVTHEHKDHIHGVGVLARKYGHLD
NTDB id 1120260 EL087 RS03225 WP 003027672.1 MSEKGFKYSILASGSTGNCFYLETPKKKLLIDAGLSGKKITSLLSEIDRKPEDLDAILVTHEHKDHIHGVGVLARKYHLD 80
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus !*! !!*!!!!!!!!*!!*!!!!!! !**!!!!!!!!!!!* !* !!!!!**!*!!!!!!!!!!!!!!!!!!!!!!!*!!

logo

I
VYANAQAETWNQAMDEGVAMI

LGKIDVSQKHI FDELMGKTI
KTFGDIDI ESFGVSHDAAVAQPQFYRLMKDDGKSFVI

LLTDTGYVSDRMADGI
L I

NTDB id 1120260 EL087 RS03225 WP 003027672.1 IYANQETWNAMEVALGKIDVSQKHIFEMGKTKTFGDIDIESFGVSHDAVAPQFYRLMKDDKSFVLLTDTGYVSDRMAGII 160
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMDGMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLI 160
consensus *!!! !!*!!* *!!!!!!!!!!!**!!! !!!!!!!!!!!!!!!! !!!!!!!!! !!!!*!!!!!!!!!!!! *!

logo ENADGYL I ESNHDI E I LRSGAIYPWSLKQR I LSDKQGHLSNDDGAETMI
VRTLGNYKRTKKIYLGHLSKENNTVKELAHI

MTMI
KNAQL

NTDB id 1120260 EL087 RS03225 WP 003027672.1 ENADGYLIESNHDIEILRSGAYPWSLKQRILSDQGHLSNDDGAETMIRTLGYRTKKIYLGHLSKENNTKELAHITMINQL 240
NTDB id 383 SMU RS06875 WP 002262928.1 ENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNAL 240
consensus !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!! !!!!!!!!!!!!*!!!! *!!!!!!!!!!!!!! !!!!!*!! ! !

logo

A
MQADLAVDEHDFHKICYDTSPDTALTPLATKNI

NTDB id 1120260 EL087 RS03225 WP 003027672.1 AQADLAVEHDFHICDTSPDTATPLTNI 267
NTDB id 383 SMU RS06875 WP 002262928.1 MQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus !!!!!!*!!!*!*!!!!!!! !! !

X non conserved

X similar

X ≥ 50% conserved


