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NTDB id 1120223 EL111 RS09815 WP 123795113.1 MSRLQQPVLVVDDEADIRDLMEMTLMKMGLQVDTAVGVEEAKSKLAGNRYSLVLTDMRMPDGSGLEVVQYLNELMLDTPI 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
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NTDB id 1120223 EL111 RS09815 WP 123795113.1 AVITAFGNADQAVEALKAGAFDYLQKPITLSQLRSLVKSAISVNENNETAPPRAPAEPSAPQPAAETPPQNTMPLFADGM 160
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP...EA............................. 126
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTT............................. 131
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LAGRSNQVAPVFYVIASTGESGSTGKELQVAVANRTLVIHREQLGSENPRAISGEGKRP
NTDB id 1120223 EL111 RS09815 WP 123795113.1 VQEKNDVPSEPESIAGKPQVGGEADMPRLLGGSPQMVEARHLIRRLAGSNVPVYIAGESGTGKEQAARTIHELSERAGKP 240
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ....................EEAPVDNRLLGESPPMRALRNQIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERP 186
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ....................ENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGP 191
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NTDB id 1120223 EL111 RS09815 WP 123795113.1 FVAVNCGAIPENLMESEFFGYKKGSFTGADQDRSGFFQYADGGTLFLDEVADLPLAMQVKLLRAIQEKAVRRIGDAQETA 320
NTDB id 1473 PAKAF RS24000 WP 003094694.1 FVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVA 266
NTDB id 1045 H0N27 RS16330 WP 168727019.1 FIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEID 271
consensus !***!!!!!!**!!!!!*!!*!!!!!!!! *!**!*** ! !!*!!!!!*!*!!**!!!!!!!!*!!!**! *! !!**

logo VDFVRVI LI SCASTHQKNDLADELAELVEGRAQSGAKRFRQDLFYFYR I
L
H
NVI

M
V

D
E
S

V
L
I
Q
R

L
M
VPPLREMRGREDI

M
V

D
L
P

A
LL IAENTHRYFIL ILHKQRKHILACGKMDENRTWEGRLTYPAPAKQRTLSTEGPADKAEQDETAKYLKLRHNQQY

NTDB id 1120223 EL111 RS09815 WP 123795113.1 VDVRIICATHKNLEALVESGAFRQDLYYRLNVVSVQMPPLREMREDMDALITYLLHKHCKNRRY...TLSPKAQDALRHY 397
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNY 346
NTDB id 1045 H0N27 RS16330 WP 168727019.1 VDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQ 351
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NTDB id 1120223 EL111 RS09815 WP 123795113.1 SYPGNFRELENILERAVALAVGDVIQLDDLQIQMPSAHSADRQSESETAERPSLVCTAESVASAGCLQAFDPRTMQIQDY 477
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS.......................QEGAA..SLSEIDNLEDY 401
NTDB id 1045 H0N27 RS16330 WP 168727019.1 HFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQ....S...IQTTVAAPQAV..KKLPSEGLERY 422
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NTDB id 1120223 EL111 RS09815 WP 123795113.1 LDEVERDIIRQILQQTRYNRTQAAKLLGISFRSMRYRMERLGIE....... 521
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
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X non conserved

X similar

X ≥ 50% conserved


