
logo

MPESK
MFYLYQSNRLESTLAALFACKR IQKQVKRPLKSCNALAQAPEEQI IVVQSQGMRRYLNSSTCFLARDELTGVAANLARFSLPAGLTWKRLMKREKFL

NTDB id 1120222 EL111 RS08450 WP 123794734.1 MPESKFYLYQSNRLETLAALFCKIQQVRPLSNALAAEEIIVQSQGMRRYLSSFLARETGVAANLRFSLPAGLTWRLMREF 80
NTDB id 1133 OK783 RS06970 WP 010951252.1 ....MFYLYQSNRLESLAALFARIQKVKPLKCALQPEQIVVQSQGMRRYLNTCLARDLGVAANLAFSLPAGLTWKLMKKL 76
consensus **** !!!!!!!!!!*!!!!!**!! !*!! *!! *! !*!!!!!!!!!! **!!!* !!!!!! !!!!!!!!!*!!*

logo I PG IPAELSPFASPEVMRWRLLDLFRRSAEDEFQNTAGASAEFAEADSVRENAVLQDSYLGSGDESADYQLAGQLADI
MFDQYLVYRPEQWIDAWQAQG

NTDB id 1120222 EL111 RS08450 WP 123794734.1 IPGIPALSPFSPEVMRWRLLDLFRREDFQTASAFAASREALQSYLGSGDSADYQLAGQLADMFDQYLVYRPEWIDAWQAG 160
NTDB id 1133 OK783 RS06970 WP 010951252.1 IPGIPELSPFAPEVMRWRLLDLFRSAEFQNGAEFEDVRNVLQDYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQQG 156
consensus !!!!! !!!! !!!!!!!!!!!!! *!! * ! ! !! !!!!!*!!!!!!!!!!!!*!!!!!!!!! !!!!!! !

logo

K
R
I
LLDGLGDDE I

RWQASEKLWRFYLDDGRSQRSAPHRVALWEKQLLAGALDSAKDKLPERFYFVFGI STMAPMYLQLLHQKI
L
A
SEHCDEVFVFALN

NTDB id 1120222 EL111 RS08450 WP 123794734.1 KLLDLGDDERWQAELWRFLDDGSRSAPHRVALWEQLLGALSADKLPERFFVFGISTMAPMYLQLLQKIAEHCEVFVFALN 240
NTDB id 1133 OK783 RS06970 WP 010951252.1 RILGLGDDEIWQSKLWRYLDDGRQSAPHRVALWEKLLAALDKDKLPERYFVFGISTMAPMYLQLLHKLSEHCDVFVFALN 236
consensus **! !!!!! !! !!!*!!!! !!!!!!!!!! !!*!! !!!!!!*!!!!!!!!!!!!!!!!*!* !!!*!!!!!!!

logo PSEGHMHYWGNVI EAAQI LKRGGDGDEPDLSTQAGHPLLASLGKQGRDFFDFLNSE I
ME I

LEEETPVFESPFEGSGRDSTLLHACLQFTDIQNTL
NTDB id 1120222 EL111 RS08450 WP 123794734.1 PSEHYWGNVIEAAQILRGGDEPDLSQAGHPLLASLGKQGRDFFDFLSEIELE..TPVFESPFESGRDSLLHCLQFDIQTL 318
NTDB id 1133 OK783 RS06970 WP 010951252.1 PSGMHWGNVIEAAQILKGGGDPDLTQAGHPLLASLGKQGRDFFDFLNEMEIEEETPVFE...EGGRDTLLHALQTDIQNL 313
consensus !! **!!!!!!!!!!!*!! *!!!*!!!!!!!!!!!!!!!!!!!!! !*!*!**!!!!!***! !!!*!!!*!! !!! !

logo

K
NMPGSEGGNQVEGRPSANERESKVGLLTDHDGS IVCR IVSAHSPLRELQI

VLKDGKI
LLKI LHQEHPDWQPHDIAVLTPNI EPYSTPF I EAVFGQAQ

NTDB id 1120222 EL111 RS08450 WP 123794734.1 NMPGGGQERPSANEREKLLHDGSVRIVSAHSPLRELQVLKDGILKILQEHPDWQPHDIAVLTPNIEPYSPFIEAVFGQAQ 398
NTDB id 1133 OK783 RS06970 WP 010951252.1 KMPSENVG.......SVGTDDGSICIVSAHSPLRELQILKDKLLKILHEHPDWQPHDIAVLTPNIEPYTPFIEAVFGQAQ 386
consensus !! ******* *!!!**!!!!!!!!!!!!*!!! *!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!

logo

G
PGAQALPYSLVSDVKI

LSRRQPFLFLYALECQVLSDLLESRFEVDGKVLAPLLESTALPVLNRRFEGLETEGDDLVPLLHDAMVADELNVHWGLDGE
NTDB id 1120222 EL111 RS08450 WP 123794734.1 GGAQALPYSLSDVKLSRRQPLLYALEQVLDLLESRFEVDKVLPLLESALVLNRFELEEDDVPLLHDAVAELNVHWGLDGE 478
NTDB id 1133 OK783 RS06970 WP 010951252.1 PGAQALPYSVSDVKISRRQPFFYALECVSDLLESRFEVGKVLALLETAPVLRRFGLTGDDLPLLHDMVADLNVHWGLDGE 466
consensus *!!!!!!!!*!!!!*!!!!! !!!!*! !!!!!!!!! !!!*!!!*!*!! !! ! !!*!!!!! !!*!!!!!!!!!!

logo MRGEGATDNQLFTWKQQAADRLMI
VLGWMLPEGGNSGPMVWQDNVSAWHYASDVNQRI

T
A
GMFGSRFAAFLLEHTLASDHIAVGR I

QWKRQPADTVGEMWVAQRACRDE
NTDB id 1120222 EL111 RS08450 WP 123794734.1 MRGEADNLFTWQQAADRLVLGWMLPEGGSGVWQNVSAWHSDVNRIGMFSRFAALLHTLAHIVGQWKQPADVGMWVQRARE 558
NTDB id 1133 OK783 RS06970 WP 010951252.1 MRGGTDQLFTWKQAADRMILGWMLPEGGNPMWQDVSAWYADVNQTAMFGRFAAFLETLSDIARIWRQPATVGEWVARCRD 546
consensus !!! !*!!!! !!!!!**!!!!!!!!! **!! !!!!* !!! *!! !!!! !*!! *! !*!!! !! !! !*!*



logo LLVEQATLFLQAPGSEPDNDQKYALVQNQFLENQAELWAVKWQEEASATLAEGFDFGI
QLPQHQTVIRHI

LRRFLDSSESEQAGFLRGGITFCSMVPMRSLPFKV
NTDB id 1120222 EL111 RS08450 WP 123794734.1 LVQALFLPSENDQYALQQFEQALAKWQEEAALAEFDGILPQHTVIRHLRRFLSSESQAGFLRGGITFCSMVPMRSLPFKV 638
NTDB id 1133 OK783 RS06970 WP 010951252.1 LLETLFQAGPDDQKAVQNLENEWVKWQEESTLAGFFGQLPQQTVIRHIRRFLDSESEAGFLRGGITFCSMVPMRSLPFKV 626
consensus !* !! * * !! !*!* !* !!!!! !! ! ! !!!*!!!!!*!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!

logo

I
LCL ILGLNDGDFPRNTKAAAVFDL IVAKHPAKKGDRARRDDDRYLFLEAI

L
I
LSARE I LYLSYI

VGRDS IRKNDDEELAPSSASLLVGSEL ILDT
NTDB id 1120222 EL111 RS08450 WP 123794734.1 LCLIGLNDGDFPRNTKAAAFDLIAKHPKKGDRARRDDDRYLFLEAILSAREILYLSYVGRSIRNDDELAPSALVSELLDT 718
NTDB id 1133 OK783 RS06970 WP 010951252.1 ICLLGLNDGDFPRNTKAAVFDLVAKHPAKGDRARRDDDRYLFLEALISAREILYLSYIGRDIRKDEELASSSLLGELIDT 706
consensus *!!*!!!!!!!!!!!!!! !!!*!!!! !!!!!!!!!!!!!!!!!**!!!!!!!!!!*!! !! !*!!!*! !* !!*!!

logo VAAMTGTNRSRDQLAVEQNWI
V
E
VQHPLQAFSQRRYFQVEGGQGQNRASDGI

LFGSTRSTDYAAALGNQSPTPQAEAPEPEQAPFFDSEQPLVEGENAMPSAENEPAVAVES IVGSQDS
NTDB id 1120222 EL111 RS08450 WP 123794734.1 VAAMTGTRSRDLVENWVVQHPLQAFSQRYFVGQQNADGLFSTRSDYAAALNSPQAAEEAFFSEPLGEMPSANEAVSVSQS 798
NTDB id 1133 OK783 RS06970 WP 010951252.1 VAAMTGTNSRQLAQNWIEQHPLQAFSRRYFQEGGRSDGIFGTRTDYAAALGQTPEPPQPFFDQPVENA...EPVAEIGQD 783
consensus !!!!!!! !! ! !!* !!!!!!!! !!! !!*! !!*!!!!!! ** ** *!! !* *** * * !

logo EFL ILNRFWRNPVKHVWLQRNQTLAWQSEPHYHIDGEGASWEPSAEPFEPQREHAGEGQYIADEATYI
L
E
GARRENGHQSDFGSGQTVAAKR I

L
A
EAESLLPASGELGKVLWQ

NTDB id 1120222 EL111 RS08450 WP 123794734.1 ELLNFWRNPVKHWLRNTLAWQEPYHDGSWESAEPFEPREGGYIADAYLEARRNHSDFGGVAAKLEAESLLPAGELGVLWQ 878
NTDB id 1133 OK783 RS06970 WP 010951252.1 EFIRFWRNPVKVWLQ.QLAWSEPHIGEAWEPAEPFEPQHAEQIAETYIGARREGQDFSQTAARIAAESLLPSGELGKLWQ 862
consensus ! * !!!!!!!*!! * !!! !!** !!*!!!!!! ** !!* !* !!! * !! !!** !!!!!! !!!! !!!

logo QRSFQTAAKQIDQTATLVLDNSPKLQPPFYAPYAE I
L
P
V
F
SDGRFQI LKQGSLGLNLHYERACGQMVFVFYAQNYGTKSLPHNAPAQKRI

VAFLLMLEHL I FCAVMRPQSETALGEE
NTDB id 1120222 EL111 RS08450 WP 123794734.1 QRFQTAAKQIDQTLLDSPKQPPYAYELVFDRFILQGSLGLLHEAGQMVFQNTSLHAPAKIALMLEHLIFCAVRPQTLGEE 958
NTDB id 1133 OK783 RS06970 WP 010951252.1 QSFQTAAKQIDTAVLNSPKLPPFPYAIPSDGQILKGSLGNLYRCGQVFYAYGKPNAPQRVAFLLEHLIFCAVMPSEA..E 940
consensus ! !!!!!!!!! *! !!! !!**! ** ! !! !!!! !* *!!* * **!! **! *!!!!!!!!! ! **!

logo

G
T
C
R
Q
RTFYI

LVQSNSGETETVLYAPDE IAPPQDQQRALREQLMLGSERWLMADFYFYHNIGQNSRPLPFFAKTSLAAAEAEFYALKQKNQDWEAALQKQKALQSTAYRYDGSKGVASK
NTDB id 1120222 EL111 RS08450 WP 123794734.1 GCRTYLVSNGETTVYPDIPPQQAREMLGRWLDYYHIGQSRPLPFFAKTSLAAAEEYLKKNDWEAAQQKALSAYRDSKGAK 1038
NTDB id 1133 OK783 RS06970 WP 010951252.1 TRQTFIVQSGETEVLAEIAQDRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFAQKQDWEAALKKAQTAYYGSKVSK 1020
consensus * !**! !!! ! **!** ! *! !* ***!!! !!!!!!!!!!!!!!! * !*!!!!! !! *!! !! !

logo GQEKDSYTEVALVFGNRAEESQNPPLVEMQPLFENLMAIRVELLALADPTLALAAEVEKAREGTGAA
NTDB id 1120222 EL111 RS08450 WP 123794734.1 GQESYTEVALVFGREEQPPVMQPLFENMIVELLAPLLAAVEA...... 1080
NTDB id 1133 OK783 RS06970 WP 010951252.1 GQKDYTEVALVFGNASQNPLEQPLFENLARLLADTLAAAEKREGTGAA 1068
consensus !! !!!!!!!!! !*!* !!!!!!* ! *! !! ******



X non conserved

X similar

X ≥ 50% conserved


