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NTDB id 1120216 EL111 RS06765 WP 123795446.1 .MTTAQPFHPLLVPISGTNLIEASAGTGKTYGIAALFTRLVVLEQMPVENILVVTFTKAATAELKTRLRNRLDNVLQILE 79
NTDB id 1132 OK783 RS01905 WP 010951035.1 MSAPIRAFDPLTAPISGTNLIEASAGTGKTYGIAALFTRLIVLEQKSVERVLVVTFTKAATAELKTRLRARLDDVLQVLE 80
consensus * * *!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! *!! *!!!!!!!!!!!!!!!!!! !!! !!!*!!
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NTDB id 1120216 EL111 RS06765 WP 123795446.1 AVENAN....ENTDGLTMYCHQEYAGDTFLPELLQKALAQETQARLVVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLC 155
NTDB id 1132 OK783 RS01905 WP 010951035.1 SKEIAELGDDTLSDGIAAYCAEHHEGDTFLPALLEQALQKESRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLC 160
consensus ! ! **** *!!* !!* ** !!!!!! !! !! !* !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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NTDB id 1120216 EL111 RS06765 WP 123795446.1 QTQFDVELSEEQHDRLLVPAQDFWRKRVSHDPVTARLVFKHNQTPQKILQGIQRFINRPYLVCRRPENDLPQAQHQAAET 235
NTDB id 1132 OK783 RS01905 WP 010951035.1 QAPFDVELTEEDGDRLLVPAQDFWRERVSGDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADLKQAQRDAETS 240
consensus ! *!!!!!*!! *!!!!!!!!!!!! !!!*!!! ! ! !!* !! *! ! ** !!!! *!!! !!*!!!* ! *
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NTDB id 1120216 EL111 RS06765 WP 123795446.1 WQSIRLKLADLEETFWRVHPALNGNSYKKNTFANLFAVLKTADGQNRLPEHSDKPLDKLPMFAADILEAKIKKGQTPDLA 315
NTDB id 1132 OK783 RS01905 WP 010951035.1 WQTVCRLLPELEAGFWRIHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPCLDKDTHERLLKLSSDKLEAGLKKGKTPDAA 320
consensus !!*** !**!! !!!*!! !!!!!!*!!*!*!!! ! * !!** ****!* ! !!! *!!! !!! !
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NTDB id 1120216 EL111 RS06765 WP 123795446.1 AFADLQALANLGRDLERLAAAEQHALTLLQLDLLEHLNSALAQQKKTRRERGFDDLLLDVYTALTDNPHRHTLAETVAQN 395
NTDB id 1132 OK783 RS01905 WP 010951035.1 VFAELQKLADFGRDLNALEEAEETTMIRLQLDLIEYLNSSLAEMKKSRRERGFDDLLLDVHTALTDNPHAETPARAVAEN 400
consensus !!*!! !! !!!! ! !! * * !!!!!*!*!!! !! !!*!!!!!!!!!!!!!*!!!!!!!! *!*! !! !
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NTDB id 1120216 EL111 RS06765 WP 123795446.1 WRVALIDEFQDTDPLQYEIFRKIFINQERPLFLVGDPKQAIYSFRGADIYAYLQAAADARSHYTLTVNYRSHAKLVNSIG 475
NTDB id 1132 OK783 RS01905 WP 010951035.1 WEIALIDEFQDTDPLQYEIFQKIFIARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAALIGSIG 480
consensus ! *!!!!!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!**!!! !!!!!! !* !!!

logo ALFRLQKDERPFVLAENIDGYASEVGAARAEEHSRLNSPKPRPAVQSLVRWLHNEQNDTGNEKKSAENKDLVLRKRQRAADEYCADE IARYALFNEAASGKGRLHNF
NTDB id 1120216 EL111 RS06765 WP 123795446.1 ALFRQKDRPFVLANIDYAEVGAAREHSRLNPPRPAVSVRWLNQNTGKSENKDLLRKQAAEYCADEIAYALFEAAKGRLHF 555
NTDB id 1132 OK783 RS01905 WP 010951035.1 ALFRLKERPFVLENIGYSEVGAARAESRLSPKRPAVQLRWLHENDNEKANKDVLRRRAADYCADEIARALNEASGGRLNF 560
consensus !!!! !*!!!!! !! ! !!!!!! *!!! !*!!!! *!!!* ! !!!*!!* !!*!!!!!!! !! !! !!!*!
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NTDB id 1120216 EL111 RS06765 WP 123795446.1 KDRPLQSGDIAVLVRTHNEGSLIAKSLKKRKIQSVLLHRESVFATAEAAALAALIGFWLTR.RTADLRFVLGSVLFHYTA 634
NTDB id 1132 OK783 RS01905 WP 010951035.1 KDRPLQSGDIAVLVRTHNEAVMISAALKKRQVQSVLLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSGIFGYDA 640
consensus !!!!!!!!!!!!!!!!!!!* *! !!!! *!!!!!*!!!!!!**!!!!! !!!!!!! **! * !!!!! ! *!*! !
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NTDB id 1120216 EL111 RS06765 WP 123795446.1 EQLYALNQDDAALLAWTDSAREAATLWKQHGFYAAMQGFAARHHIETRLLADGMERSLTNYQQLLELLAAEDEQSRTPAS 714
NTDB id 1132 OK783 RS01905 WP 010951035.1 QQLHDFNQNESEILHWAESARTALDIWQKYGIFAAMQQFSQTHGIETRLLSRNNGRSLTNYFQLLELLAAEDAQNRNPAA 720
consensus !!* !! * *!*! *!!! ! *! *! *!!!! ! !*!!!!!! !!!!!! !!!!!!!!!! ! ! !!
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NTDB id 1120216 EL111 RS06765 WP 123795446.1 LHKWLLEQIHAATEDKAAGEHHTVRLESDEALVKIVTMHASKGLQYPLVYCPFVWDAAAIKPNDWQILHRRDGSSELLAK 794
NTDB id 1132 OK783 RS01905 WP 010951035.1 LHKWLRDQISLAG..NNGGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQILHQGANRAELLAK 798
consensus !!!!! *!!* ! ** *!*** *!!!!!! !!!!!!!!!!!!!!!!!!!!!! !!! ! !!!!!! !!!!!
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NTDB id 1120216 EL111 RS06765 WP 123795446.1 QQLDEADQIQLGDETASENLRLLYVALTRAEEQLNIYAGHCSNTADNTFAYLLEGGAAAERQNVHQTYKNEKNAAAQAQM 874
NTDB id 1132 OK783 RS01905 WP 010951035.1 AQLSESEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYLIEGLPQDSRETVRRTYACEKDG...ITM 875
consensus !! ! *! ! *!! ! !!!!!!!!!!!!!!!!!!!***! !!!!* !!!*!! * ! !* !! *!! **** !

logo LKNRNWLRRFVAIDEANAQPQAHNPDGTVDEFATFTEDEAPPYPTAAF IYARGNRNSAEDNAQAACERFAQAANES IPAERGRFERFVRHTSFTAGLSRHTVKQTPVDEGSEGEREDEALCQP
NTDB id 1120216 EL111 RS06765 WP 123795446.1 LKNNWLRFIEAQQHNPDVEFAFTEEAPYTAFIANRSENAACRFQAAEIPARRFEFVRHTSFTGLSRHVKTVESEREELQP 954
NTDB id 1132 OK783 RS01905 WP 010951035.1 LKRNWRRVADNAPA..GTDFTFTEDAPPPAAYRG.NADQAAEFAANSIPERGFRFVRHTSFTALSRHTQTPDGGEEDACP 952
consensus !! !! ! * **** *! !!!*!!**! * !* ! ! !! ! ! !!!!!!!!*!!!! !** !* *!
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NTDB id 1120216 EL111 RS06765 WP 123795446.1 AVDAAESAILPEMPSANPHTDDVCHTIHHFPRGVKAGVCLHEILERLDFSAPAIEQSTQTAEILARYGFEDIWLPAVNAM 1034
NTDB id 1132 OK783 RS01905 WP 010951035.1 SLDAAETS.VPAMPSETPTASD.GISIHDFPKGTQAGLCLHEILEDFKFGQAAAEQETLIADKLKKYGFEEIWLPAVAEM 1030
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NTDB id 1120216 EL111 RS06765 WP 123795446.1 IDYCRTTPLTGNHALGNIKAACRLPEMGFTLYMRDFNLTALRAWFARPDSGLPPECIQASEHLDFQDLQGFLNGFIDMVC 1114
NTDB id 1132 OK783 RS01905 WP 010951035.1 AEACRKTPLTGAYGLSDIPPGCRRPEMGFTLHTEDFGLKRLRDWLARDDIRLPEVCRAAAETLDFHTVNGFLNGFIDMVC 1110
consensus * !! !!!!! **! !***!! !!!!!!!* !! ! !! ! !!*! !!* ! ! !*!!!* **!!!!!!!!!!!
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NTDB id 1120216 EL111 RS06765 WP 123795446.1 QDADGNVCVIDYKSNHLGNDETAYTTAAMNEAMAHHHYYLQALIYAIAVARHFKLRGQTLEKISARYLFLRGMDGSQNGI 1194
NTDB id 1132 OK783 RS01905 WP 010951035.1 QDPDGNICIIDYKSNHLS....AYTRQAMDEAVAHQHYYLQALIYAVAAARYFKLRGQPPAAVSVRYLFLRGLDGKGGGV 1186
consensus !!*!!!*!*!!!!!!!! ****!!! !! !!*!!*!!!!!!!!!!*! !!*!!!!!!** *! !!!!!!!*!! !*
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NTDB id 1120216 EL111 RS06765 WP 123795446.1 WSWDIPTADLTEWLS 1209
NTDB id 1132 OK783 RS01905 WP 010951035.1 WRWDIDAAALEQIK. 1200
consensus ! !!!* ! ! *
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