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NTDB id 1120204 EL111 RS02590 WP 123795521.1 MIEPIKINLLPYRETDRQKRKQQFKILMLVAAATGLCLSAVIYATLNTAIANQENRNRFLESEIAKLDQNLGEIQQLQQE 80
NTDB id 1093 KZH42 RS10320 WP 002214520.1 MNNLIKINLLPYREEMNKRKQQQFKTLMYGAVLTGVAAVAATYLFIDNMINNQSERNTLLETSIAHLDTELSEIQKLKQE 80
consensus ! *!!!!!!!!!! ** !!!! !! ! !!** ! ! * ! !! !! !!* !!*!! ! !!! ! !!
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VEELQLRKRLYQAAKR I ILDSLNETALTVPEGQSTYLTSLDEAEVDTASDSSTYKRLSGRATASNSDNKRVAAVLMMRALMPANSTGI

TFEKQPELL
NTDB id 1120204 EL111 RS02590 WP 123795521.1 KADFLSKKQTVEELQRKRYQAARIIDSLNTLTPEQTYLTSLEAEDSSTYKLSGRAANDNKVAVLMRALPASGTFEQPELL 160
NTDB id 1093 KZH42 RS10320 WP 002214520.1 KDAFLIKKNKIEELQLKRLQAAKILDSLNEAVPGSTYLTSLDAVTADSYRLSGRTSSDNRVAAMMRAMPNTGIFKQPELL 160
consensus ! !! !!* *!!!! !! !!!*!*!!!! ! !!!!!!*! *!*!!!! !!*!! *!!!*! *! ! !!!!!
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NTDB id 1120204 EL111 RS02590 WP 123795521.1 GIKKTGSHQEFSLKIRLTGTPQNRTTL..PQEQQP.... 193
NTDB id 1093 KZH42 RS10320 WP 002214520.1 SIKKNNSHQEFTLQATLQPIVKAAESKENPASGNAQEAN 199
consensus !!! !!!!!*! ! * * * **! ******

X non conserved

X similar

X ≥ 50% conserved


