
logo MKSLRKHTTLAVLAGTASVALMATLFLALAACDGSKQSQKAGVQETSVPAGDDSMAQPAQSANSTSSAP IAAA
S
Q
SAAPAAPQAEGLNVEGVQNYTVLSATNP IPQKQQADGKVI EVLEFF

NTDB id 1120202 EL111 RS02350 WP 123795564.1 MKLKTTAVAAMTLLALAACGQKGETSVPAGDMPQNTSSAPIAAAQAPAAPQGLVEGQNYTVLANPIPQKQADKIEVLEFF 80
NTDB id 1098 NMB RS01465 WP 002224844.1 MKSRHLALGVAALFALAACDSKVQTSVPADSAPAA.........SAAAAPAGLVEGQNYTVLANPIPQQQAGKVEVLEFF 71
NTDB id 1099 NMB RS01545 WP 002215704.1 MKLKTLALTSLTLLALAACSKQAETSVPADSAQSS........SSAPAAPAELNEGVNYTVLSTPIPQQQAGKIEVLEFF 72
consensus !!****!** **!*!!!!! ***!!!!!**** *!*!!!**!*!!*!!!!!**!!!!*!!*!*!!!!!!

logo GYFCPHCAHLEPVI
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NTDB id 1120202 EL111 RS02350 WP 123795564.1 GYFCPHCAHLEPVISEHVKTFQDDTYLRTEHVVWQEDMMPLARLTAALDISGE..KAKANSAVFAAMIDEKINLTDENTL 158
NTDB id 1098 NMB RS01465 WP 002224844.1 GYFCPHCAHLEPVLSKHAKSFKDDMYLRTEHVVWQKEMLTLARLAAAVDMAAADSKDVANSHIFDAMVNQKIKLQNPEVL 151
NTDB id 1099 NMB RS01545 WP 002215704.1 GYFCPHCAHLEPVLSEHIKTFKDDTYMRREHVVWGDEMKPLARLAAAVEMAGE..SDKANSHIFDAMVNQKINLADTDTL 150
consensus !!!!!!!!!!!!!*!*!*!*!*!!*!*!*!!!!!***!**!!!!*!!****** ***!!!**!*!!***!!*! * **!

logo KQKWLEGSGEQTAFDGKKVLAAFYEASPESAQQALRAADQKMAEQELTENKTVHFQIADSSGTPTVIVGGKYKQVVKEFKADWEHQSGMNQTTIDLMQLAVDKVREEQKKAAPQ
NTDB id 1120202 EL111 RS02350 WP 123795564.1 KQWLEGQTAFDGKKVLAAYESPESAQLADKMAELTNVHQIASTPTVIVGGKYVVKFADWHSGMQTIDMLVDKVREEQKAQ 238
NTDB id 1098 NMB RS01465 WP 002224844.1 KKWLGEQTAFDGKKVLAAYESPESQARADKMQELTETFQIDGTPTVIVGGKYKVEFADWESGMNTIDLLADKVREEQKAA 231
NTDB id 1099 NMB RS01545 WP 002215704.1 KKWLSEQTAFDGKKVLAAFEAPESQARAAQMEELTNKFQISGTPTVIVGGKYQVEFKDWQSGMTTIDQLVDKVREEQKKP 230
consensus !*!! *!!!!!!!!!!!!*!*!!!***!**! !!!* *!! *!!!!!!!!!! !*!*!! !!!*!!!*!*!!!!!!!!*

logo Q
NTDB id 1120202 EL111 RS02350 WP 123795564.1 . 238
NTDB id 1098 NMB RS01465 WP 002224844.1 Q 232
NTDB id 1099 NMB RS01545 WP 002215704.1 Q 231
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