
logo MKPQKSLRARAMDI LSRQEVSRAIGLKRRKLAPHAESETEELENQVLANEFASERNWQSDELRYAEAYIHRSKSRKLHGSTLRLKQALASAQ
NTDB id 1120191 EL111 RS00290 WP 123795733.1 MKPQKSLRARAMDILSRQEVSRAGLRRKLAPHAESTEELEQVLAEFSERNWQSDERYAEAYIHSKSRLHGTLRLKQALSA 80
NTDB id 1135 OK783 RS05295 WP 003688187.1 MKPQKSLRARAMDILSRQEVSRIGLKRKLAPHAESEEELENVLNEFAERNWQSDLRYAEAYIRSKSRKHGSLRLKQALAQ 80
consensus !!!!!!!!!!!!!!!!!!!!!! !!*!!!!!!!!! !!!!*!! !! !!!!!!! !!!!!!!*!!!! !!*!!!!!!!

logo QGIDEEKI
TSRTNRFLLPDRDSSEKRQATAAIAVLRKKFKHQPAADNLKEKQKQAVRFLAYRGFDAMDTI

VQTALKRHYAWDEENW
Y
WE
QDGSCYE

NTDB id 1120191 EL111 RS00290 WP 123795733.1 QGIDEEISTRFLPDRDSERQTAAAVLRKKFKQPAADLKEKQKQVRFLAYRGFDMDTIQTALRYAWDEEYWQDGYE 155
NTDB id 1135 OK783 RS05295 WP 003688187.1 QGIDEKTSRNLLPDRSSEKQAAIAVLRKKFKHPAANLKEKQKQARFLAYRGFDADTVQTALKHAWDENW.EDSC. 153
consensus !!!!! ! !!!! !!*! ! !!!!!!!!*!!! !!!!!!! !!!!!!!!! !!*!!!!**!!!! ** ! **

X non conserved

X similar

X ≥ 50% conserved


