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NTDB id 363 SMU RS05195 WP 002262215.1 MLIKLRKQKQDENISFFSHFFAVFTGIFFVMTVIIIQVMHFGIYSSVDNSLKIATENVNDYVNMTLSHNNPITEAENGD. 79
NTDB id 1120189 EL100 RS09410 WP 126404062.1 MLNKIKKTVNADDFSYFIRYFGLFTLIFSTMTLIIIQVMRSSLYTTVDENLKMLSKDRYSIISLANRTGNGMGRDEPDDD 80
NTDB id 259 KZH43 RS03480 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEI......K 74
NTDB id 218 SPD RS03780 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEI......K 74
NTDB id 184 SPR RS03565 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEI......K 74
NTDB id 148 SP RS03910 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEI......K 74
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NTDB id 363 SMU RS05195 WP 002262215.1 .......ASFKVKSNGQMAANTDTILYDKKHNVINNVNAFSSLYHIRPKLKDIGDIVEQEAKNIYGQTEKYRTVTVKVNN 152
NTDB id 1120189 EL100 RS09410 WP 126404062.1 RLEDDE.PDPEDGPRPSVTSNSTAILLNDNFENVTTDNGFLDLKTVTFSRGYLNKIKQIQITNHYKQKESYRAYLVDIDP 159
NTDB id 259 KZH43 RS03480 WP 000491790.1 DLENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNI 154
NTDB id 218 SPD RS03780 WP 000491790.1 DLENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNI 154
NTDB id 184 SPR RS03565 WP 000491790.1 DLENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNI 154
NTDB id 148 SP RS03910 WP 000491790.1 DLENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNI 154
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LLENSYMENQRKQKQASFVENASHELRTPLAV
NTDB id 363 SMU RS05195 WP 002262215.1 D.FYPQIKFATIVINTTQLEEANTRYVTIIISVMIVFWLISVIASVYLAKWSQKPILENYEKQKSFVENASHELRTPLAV 231
NTDB id 1120189 EL100 RS09410 WP 126404062.1 DDYIDGVKYAVIMTNISQLEQTSEKHESQIALVMICFWGISLFASIFLAKMSVKPLLESMNRQKAFVENASHELRTPLAV 239
NTDB id 259 KZH43 RS03480 WP 000491790.1 SSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAV 234
NTDB id 218 SPD RS03780 WP 000491790.1 SSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAV 234
NTDB id 184 SPR RS03565 WP 000491790.1 SSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAV 234
NTDB id 148 SP RS03910 WP 000491790.1 SSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAV 234
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NTDB id 363 SMU RS05195 WP 002262215.1 LQNRLESLFRKPEATILDSSESIASSLEEVRNMRMLTANLLNLARRDDGIKPEITEIQPRFFDDTFKNYEMIARENGKKL 311
NTDB id 1120189 EL100 RS09410 WP 126404062.1 LQNRLETLFRKPEATIMESSENIASSLDEVRNMRLLTTNLLNLARRDDGIKPEFCEIPPSFFDQTFANYEIIAEENDKIF 319
NTDB id 259 KZH43 RS03480 WP 000491790.1 LQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVF 314
NTDB id 218 SPD RS03780 WP 000491790.1 LQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVF 314
NTDB id 184 SPR RS03565 WP 000491790.1 LQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVF 314
NTDB id 148 SP RS03910 WP 000491790.1 LQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVF 314
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NTDB id 363 SMU RS05195 WP 002262215.1 HIINKVNRQIKTDKTLLKQLMTILFDNAVKYTDNDGEIWLDVKTTDRSLIFSVADNGQGISDEDKKKIFDRFYRVDKART 391
NTDB id 1120189 EL100 RS09410 WP 126404062.1 EYENQVERSLVSDKVLLKQLMTILYDNALKYTEEEGKIRFVAQFKDRYLYLRVEDNGPGISDEDKKRIFDRFYRVDKART 399
NTDB id 259 KZH43 RS03480 WP 000491790.1 RFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKART 394
NTDB id 218 SPD RS03780 WP 000491790.1 RFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKART 394
NTDB id 184 SPR RS03565 WP 000491790.1 RFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKART 394
NTDB id 148 SP RS03910 WP 000491790.1 RFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKART 394
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NTDB id 363 SMU RS05195 WP 002262215.1 RQKGGFGLGLSLAKQITDSLKGSIIVKDKKPQGVMFEARLLANK.............. 435
NTDB id 1120189 EL100 RS09410 WP 126404062.1 RQKGGFGLGLSLAKQIVEAFNGTITVRDNKPKGAIFEVKLATKSDSKKKSGSKSTKNK 457
NTDB id 259 KZH43 RS03480 WP 000491790.1 RQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK........ 444
NTDB id 218 SPD RS03780 WP 000491790.1 RQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK........ 444
NTDB id 184 SPR RS03565 WP 000491790.1 RQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK........ 444
NTDB id 148 SP RS03910 WP 000491790.1 RQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK........ 444
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