logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

381 SMU RS09890 WP 002262650.1
1120170 EL100 RS03745 WP 126405018.1
425 SGO RS10525 WP 012131081.1

539 SM12261 RS09395 WP 000681587.1
256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

381 SMU RS09890 WP 002262650.1
1120170 EL100 RS03745 WP 126405018.1
425 SGO RS10525 WP 012131081.1

539 SM12261 RS09395 WP 000681587.1
256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

381 SMU RS09890 WP 002262650.1
1120170 EL100 RS03745 WP 126405018.1
425 SGO RS10525 WP 012131081.1

539 SM12261 RS09395 WP 000681587.1
256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

381 SMU RS09890 WP 002262650.1
1120170 EL100 RS03745 WP 126405018.1
425 SGO RS10525 WP 012131081.1

539 SM12261 RS09395 WP 000681587.1
256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

consensus

SANRQNSVE

S

Js ARttt s TGN

EMKHLKTFYKKWFQLLVVIVISFFSGALGSFSI QLTQKSS|YNNR
AMKHLKTFYKKWFQLLVVIVISFFSGALGSFSI QLTQKSS|YNNB
AMKHLKTFYKKWFQLLVVIVISFFSGALGSEFSI QLTQKSS|YNNP
AMKHLKTFYKKWFQLLVVIVISFFSGALGSFSI QLTQKSSKYNNR

%k k >k ok ok ok |k kokk boskoskokok |oskosk | sk sk ok sk sk sk k ok ok 5k ok k koK * %k

surausyfel ooronDsssSE 3 ) KRt VT

QKTDESYYNYBSGSQEKNKSERGLGEY CIEEEARRIIMC D SI¥

BSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY

SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY]
SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY]
SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY]
SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY]

kokokokok | okokokokok | kokok Dokl Pxs 1] rrrrr i

DR

AT

[IEEE

NGRSO

Tkrk Dkl lel 2l Lellell

il

1 LS

T DT

Uoskoskoskok oo |k

U | o

BGRITSVEG GFAIP NDJy NIIEQLEKNGKVMRPALGIQMVNLSH
MAGGTSVEGLGFAIPANDAINITEQLEKNGKVTRPALGIQMVNLSN
BGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN

S |

i

TSSK

:.GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN
BGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN

'.GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN
* T Tk ok

|k |

158
152
154
153
1563
153
153
153

238
232
234
233
233
233
233
233

318
308
312
309
309
309
309
309



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

381 SMU RS09890 WP 002262650.1
1120170 EL100 RS03745 WP 126405018.1
425 SGO RS10525 WP 012131081.1

539 SM12261 RS09395 WP 000681587.1
256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

381 SMU RS09890 WP 002262650.1
1120170 EL100 RS03745 WP 126405018.1
425 SGO RS10525 WP 012131081.1

539 SM12261 RS09395 WP 000681587.1
256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

consensus

T 57D COA s I e s s

PN VR bl

4IPS VTSG
IPSH IEev

1 PN V)SYGV

NIPSNVTSGV

NIPSNVTSGV

o Lok ok Dok Dor Dokorskok L Lok Dok Do D Dok Dok Lok Dr D Le | D | KUk kD Lkrkk LRk DR 1okk

402
392
397
393
393
393
393
393

X non conserved
B similar
> 50% conserved

398
388
392
389
389
389
389
389



