
logo MKKYI FLMLR I
TLRSLVLS I FLVVTTALTYTI IYTLMTVPRNRL I FKRNQDPNYNKIAKTKADSKI

ANYENTVIYDERLMGYI EDYLYDSTKAELKQEKAS
NTDB id 1120149 EL100 RS01655 WP 126403804.1 MKKYIFMRILRSLVSIFLVTTLTYTIIYTLTPRNLIFKNDPNYNKIAKTKDSKINYENTVYDRMGYIEYLDSKALKEKAS 80
NTDB id 476 HSISS4 RS06995 WP 013990225.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERMGYIDYYDTKELQEKAS 80
NTDB id 293 STER RS06925 WP 011681416.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKAS 80
NTDB id 325 STU RS16125 WP 002946410.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKAS 80
consensus !!!!!**!*!!!!*!!!*!!*!!!!!!!!**!!*!!!**!!!!!!!!!!*!!!*!!!!!*!*!*!!!*!*!*!*!*!!!!
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NTDB id 1120149 EL100 RS01655 WP 126403804.1 KEDSSVTVEPTKENEKIYKKYISNLGNGWVLKRFPENKGFYATREVPVFERVIGFYGNLIQIDHPNVIKDASNPKLERYI 160
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SLDKSVTTKPTKENKAIYQKYVDSLGHGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
NTDB id 293 STER RS06925 WP 011681416.1 SLDKSVTTKPTKENKAVYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
NTDB id 325 STU RS16125 WP 002946410.1 SLDKSVTTKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
consensus **!*!!!**!!!!!***!*!!***!!*!!*!**!***!*!!!!!*!!!*!!!*!!!**!***!*****!!**!!*!*!!!

logo R I ENDPAIGWSVVGSGTKHKYLLYFNGSQFPF IVHQNFVSKLMNLGETSYPTYSAGNETQPGVLQDVITQGQGTQTQKKSSEVVNFPTGKKEVI SS IV
NTDB id 1120149 EL100 RS01655 WP 126403804.1 RIENDPAIGWSVVGSGTKHKYLLYFNGQFPFIHQNFVSLNLGESYPTYSNTPVLQVITQGQGTTKKSEVNFPTGKKESSI 240
NTDB id 476 HSISS4 RS06995 WP 013990225.1 RIENDPAIGWSVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTQSSEVNFPTGKKVSSV 240
NTDB id 293 STER RS06925 WP 011681416.1 RIENDPAIGWSVVGSGTKHKYLLYFNGQFPFVHQNFVKMNLGTSYPTYAGQGVLDVITQGQGQTKSSVVNFPTGKKISSV 240
NTDB id 325 STU RS16125 WP 002946410.1 RIENDPAIGWSVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTKSSVVNFPTGKKISSV 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!*!!!!!**!!!*!!!!!****!!*!!!!!!!*!**! !!!!!!!!*!!*
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NTDB id 1120149 EL100 RS01655 WP 126403804.1 NIYSRTYKSPSKADAQDIARFGEGDAYTATLSNYENPSMIVSSSIIGLIGIAIAYLIAIPLGSYMALLKNTWFDSASTAV 320
NTDB id 476 HSISS4 RS06995 WP 013990225.1 DIYSRTYKSPSQADARDRSYYGD.DPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMARFKNTLFDSVSTGI 319
NTDB id 293 STER RS06925 WP 011681416.1 DIYSRTYKSPSQADARDRSYYGN.DPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTLFDSVSTGV 319
NTDB id 325 STU RS16125 WP 002946410.1 DIYSRTYKSPSQADARDRSYYGN.DPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTIFDSVSTGV 319
consensus *!!!!!!!!!!*!!!*!****!* !*!!!!*!*!**!!!**!!*!*!!!!****!**!!!!!!!!!**!!!*!!!*!!**

logo LTLFMLMLASLPTIALVYIVIRLVIGSTE IGLPDSFPVI LGAQGDWRSYVLPSVI LGLLSATPGLAIW IRRYMIDLHQSQDFVRFARAKGL
NTDB id 1120149 EL100 RS01655 WP 126403804.1 LTLMMALPTIALVYIVRLVGSTIGLPDSFPVLGAQDWRSYVLPSVILGLLSAPGLAIWIRRYMIDLHSQDFVRFARAKGL 400
NTDB id 476 HSISS4 RS06995 WP 013990225.1 LTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGL 399
NTDB id 293 STER RS06925 WP 011681416.1 LTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGL 399
NTDB id 325 STU RS16125 WP 002946410.1 LTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGL 399
consensus !!****!!!!!!!!!*!!*!!*!!!!!!!!*!!!*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*!!!!!!!!!!!!!

logo SEKQE I SRNKHI FLKNAMVPS ILVTSGIPVAQSLIVLSGVI STGATLTETVI FAFYPGMGKML IDS IVKRASNNTAMVVGLVF I FTVALATSVI FGSALMLAVGD
NTDB id 1120149 EL100 RS01655 WP 126403804.1 SEKEISRKHIFKNAMVPIVTGIPVQLVLVISGATLTETVFAFPGMGKMLIDSIKASNNTMVVGLVFIFTVLAVFGAMAGD 480
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SEQEISNKHIFKNAMVSLVSGIPASIVSVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALTIFSLLVGD 479
NTDB id 293 STER RS06925 WP 011681416.1 SEQEISNKHILKNAMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGD 479
NTDB id 325 STU RS16125 WP 002946410.1 SEQEISNKHILKNAMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGD 479
consensus !!*!!!*!!! !!!!!**!*!!!***!*!!*!!!!!!!*!!*!!!!!!!!!!**!!!!*!!!!!!!!!!*!**!****!!
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NTDB id 1120149 EL100 RS01655 WP 126403804.1 ILMVMVDPRIKLTTKKGGK 499
NTDB id 476 HSISS4 RS06995 WP 013990225.1 ILMTMIDPRIKLTSKGGK. 497
NTDB id 293 STER RS06925 WP 011681416.1 ILMTIIDPRIKLTSKGGK. 497
NTDB id 325 STU RS16125 WP 002946410.1 ILMTIIDPRIKLTSKGGK. 497
consensus !!!***!!!!!!!*!*!*
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