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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1471 ASU2 RS04565 WP 014991634.1 ..MAGINKVIIVGNLGNDPEMRTMPNGEAVANISVATSESWTDKNTGERREVTEWHRIVFYRRQAEVAGQYLRKGSQVYV 78
NTDB id 112010 A6A10 RS02095 WP 121123354.1 ..MASVNKVIIVGNLGNDPDMRTMPNGDAVANISVATTESWTDKNTGERRENTEWHRIVFFRRQAEVVGQYLRKGSQVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1447 BW25113 RS21080 WP 000168305.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKATGEMKEQTEWHRVVLFGKLAEVASEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDI....VANEMKMLGGRNENSGGA........PYEEGYGQSQEAYQRPAQQSRQP..... 139
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDI....VANEMKMLGGRNENSGGA........PYDEGYGQSQEAYQRPAQQSRQP..... 139
NTDB id 1471 ASU2 RS04565 WP 014991634.1 EGRLKTRKWQDQNGQDRYTTEI....QGDVLQMLGGRNQ..G.....GDFGG.NQGGWGNSAPAPQQS...YNQGNSGYG 143
NTDB id 112010 A6A10 RS02095 WP 121123354.1 EGRLRTRKWQDQNGQDRYTTEI....QGDVLQMLGGRNAQAG.....GYNDGQNQGGWNNSAPAPRANNNNYNQGGYNDN 149
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEI....QGDVLQMLDSRSS..G.....GDFGGNQGSGWNQAP.....AQTNYNQGGYSDN 142
NTDB id 1447 BW25113 RS21080 WP 000168305.1 EGQLRTRKWTDQSGQDRYTTEVVVN.VGGTMQMLGGRQ.GGGAPAGGNIGGGQPQGGWGQPQQPQG.............. 144
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGSWGQPQQPAK.............. 146
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 ...ASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...APDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1471 ASU2 RS04565 WP 014991634.1 YDQTASRP...AQQAAKQAAKPAQAEPPMDNFDDDIPF 178
NTDB id 112010 A6A10 RS02095 WP 121123354.1 YSQSNNFGGGSK.APAQQAKPAPQAEPPMDNFDDDIPF 186
NTDB id 1390 A4U84 RS00055 WP 021115958.1 YAQNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1447 BW25113 RS21080 WP 000168305.1 ...GNQFSGGAQSRPQQSAPAAPSNEPPM.DFDDDIPF 178
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ...QHQPMQ..QSAPQ.QYSQPQYNEPPM.DFDDDIPF 177
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