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NTDB id 1120071 EL079 RS09510 WP 003031770.1 MFKLFKRLTVKEVGMIVISILFTCLTVYLELEVPTYISKITELLQTKGTVVSDLWNPGLKMIGLSFASFLSAVTVGFIAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus !!!*!!!! !! !!***! ! !! !***! ! !*! !! !!!!!!! !!* !! !!* !!*!! !! !!!*!

logo RLTAASFTTRSLRSDI FNRVLMDYSDEAE IKKRFS IPSLLTRTTNDLTQI
LQI

LMITVMGLMQVVTRGP IMAI
VWAI

LTKI IWGKSDEEYWLTGWA
NTDB id 1120071 EL079 RS09510 WP 003031770.1 RLAASFTTSLRSDIFNRVLDYSDAEIKRFSIPSLLTRTTNDLTQIQLMITMGLQVVTRGPIMAIWAITKIIGKSEYWLWA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus ! !!!!!! !!!!!!!!!*!!!*!!!!*!!!!!!!!!!!!!!!!*!*!! !!*!!!!!!!!!!*!!*!!! !!!* ! !
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NTDB id 1120071 EL079 RS09510 WP 003031770.1 VIVAVIVNMIMTTVLMTLAFPKQSVIQRLTDKLNSITRESLTGIRVVRAYNAEDYQDDKFAEANDEVTRLNLFVSRLMAI 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus ! !!!** !! *!!! *!!!*! *! !!! !!! !!!!!!!*!!!!!!!!!!!!! !! ! *!*!!! ! !!! *
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NTDB id 1120071 EL079 RS09510 WP 003031770.1 LNPIMMGISSGLTLAIYWIGAYLIQDAAL............PERLPIFSDMVVFMSYAMQVVMGFMLMGALFIILPRTLV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus *!!*! *!!!!!!!!!!!!!!!**! ***************!***!!!!!!! !!!!!!!*!!!*! !*!!!!!! !!
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NTDB id 1120071 EL079 RS09510 WP 003031770.1 SAGRINEVLDLYSTIESPEHPKEAKDIKGEVVFDNVSFRYDKNSEAVIEHVSFTAKAGETVAFIGSTGSGKSTLISLIPR 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus !! !!!!!! ! !*** *!**! !!!! !* !!!!! !!! !!!!!!!!*!!!!!!!!!!!!!!!!!!!!* !!!!
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NTDB id 1120071 EL079 RS09510 WP 003031770.1 FYDVTEGRILVDGVNVKDYQLEDLHNKIGYIPQKAVLFSGDIKSNLDFGQSNESPLDDEKMWSALDLAQAKSFVEEKEGG 468
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
consensus !!! !!! ! *!!* ! !! **!!*!!*!!!!!*!!!!!! !*!!* !!!! !!!! !*! !!*!!!!! !!!!!! !

logo LDHSTEVAQGSGTNFSGGQKQRLAIARALARKPE I L I FDDSFSALDYKTDRI LRENDELAKKTVKAEMTTKRL IVAQR I STIMDADHQI L
NTDB id 1120071 EL079 RS09510 WP 003031770.1 LHSEVAQSGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILREELAKKVKATTRLIVAQRISTIMDADQIL 548
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
consensus !**!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!! ! !*!!!!!!!!!!!!!!*!!



logo VLDKQGKVVGQGTHKELLAENTNDE I
VYQE IAYSQLSKEELENGK

NTDB id 1120071 EL079 RS09510 WP 003031770.1 VLDKGKVVGQGTHKELLETNEVYQEIAYSQLSKEELENGK 588
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!! !!!!!!!!!!!!! !**!!!!!!!!!!!!!!!!!!
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