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NTDB id 1120021 EL079 RS04335 WP 018543446.1 MARKKSNQKVTQSVAGLVIALVLVLGGYSFSNHHSSTKPSDSTAINRSIRTNHAAPSQELAQSVLTESVKRQLKGKIEWN 80
NTDB id 262 KZH43 RS08770 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN..SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWN 73
NTDB id 221 SPD RS09380 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN..SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWN 73
NTDB id 187 SPR RS08930 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN..SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWN 73
NTDB id 152 SP RS09870 WP 001036779.1 .....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN..SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWN 73
consensus *!*!**!***!!***!*!**!*!******!*** **************!!!!*!!*!!!!**!!*!*!!**!!!

logo GASGAF I IVNEGNQKTTNLDAKVASSVKPYADNKTKLTVRGGKQETVPTVANALLSKATRQYKNREKETGNGSTI
SWTPAPGWHQVKHNLSKGESYNT

NTDB id 1120021 EL079 RS04335 WP 018543446.1 GAGAFIINENQTTLDAKVASVPYADNKTKLVRGQTVPTVANALLSKATRQYKNREETGNGSTIWTPAGWHQVKHLSGEYN 160
NTDB id 262 KZH43 RS08770 WP 001036779.1 GSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYT 153
NTDB id 221 SPD RS09380 WP 001036779.1 GSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYT 153
NTDB id 187 SPR RS08930 WP 001036779.1 GSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYT 153
NTDB id 152 SP RS09870 WP 001036779.1 GSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYT 153
consensus !*!!!!*!*!*!*!!!!!*!*!!!!!!!!*!***!!!!!!!!!!!!!!!!!!!!*!!!!!!!*!!!*!!!!!!*!*!*!*

logo HAVDRGHLLGYAL IGNGLKDGFDASTSNPKNIAVQTAWANQANQTASEYSTGQNFYYETSKI
VRKALDKQNKRVRYRVTL IYYANSENQEDLV

NTDB id 1120021 EL079 RS04335 WP 018543446.1 HAVDRGHLLGYALIGNLKGFDASTSNPKNIAVQTAWANQANTSYSTGQNFYETKIRKALDKNKRVRYRVTLIYANEQDLV 240
NTDB id 262 KZH43 RS08770 WP 001036779.1 HAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLV 233
NTDB id 221 SPD RS09380 WP 001036779.1 HAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLV 233
NTDB id 187 SPR RS08930 WP 001036779.1 HAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLV 233
NTDB id 152 SP RS09870 WP 001036779.1 HAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLV 233
consensus !!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!***!!!!!!*!!*!*!!!!!*!!!!!!!!!!*!!***!!!

logo PVSGASHQI EGAKSNSDDGNELE I
FNVFLVPNVQTKGI
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NTDB id 1120021 EL079 RS04335 WP 018543446.1 PVGSHIEGKSNDDNLEINVFVPNVQTGIRLNYQTGEVTVTN 281
NTDB id 262 KZH43 RS08770 WP 001036779.1 PSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 PSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 PSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 PSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !**!*!!*!!*!**!!*!!*!!!!!*!**!*!*!!!!!!!*
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