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NTDB id 1119996 EL078 RS08370 WP 231997657.1 MRMIFMEVLGVLMNFSSFLILGVLFQQITKNKLTLGEWIFGILFIQIFSLGLAYSFVYRFNIAVLITKDVAPAACLMLIS 80
NTDB id 544 H702 RS02380 WP 039696235.1 MIEIVVFIITMLLNFVGFVIVGILFQQITKVKLTFLEWVLIIIFLQAVSFFMNPQ..KYSMVALVLMKDISVIFCLLSVS 78
NTDB id 543 H702 RS02375 WP 160172984.1 ................................................................................ 0
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NTDB id 1119996 EL078 RS08370 WP 231997657.1 YHHNPRISFRYHLFYALYPINVHIILQRVYAYLLMMLFSIEITPRFDTAPIV.TIIATIIAIFIPPVLYYLISKWLNIDI 159
NTDB id 544 H702 RS02380 WP 039696235.1 FHHNPKIGIRYHIFYALYPINLYMILHEVYCYIIFAIFSIQLTSLTMTSPSVGKMIGMITAVIIPPIFYYLISKWLNIDI 158
NTDB id 543 H702 RS02375 WP 160172984.1 ...................................................................MYYLVSRWLNIDI 13
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NTDB id 1119996 EL078 RS08370 WP 231997657.1 SNVRKTLKNYLSSGVLTIVNILMVVYYFGNDYLALEVPSDSP.ILKIIVRTGAFIYLFLLFAFLFYLNFRHGQEQKNELL 238
NTDB id 544 H702 RS02380 WP 039696235.1 SNVRKTLKNYLSARALRFVNVLLLLFYPGMECFGAIAPFEKMSMNRNIYRAVIFIYFILLFIFLFYLNFRHGQEQKNELL 238
NTDB id 543 H702 RS02375 WP 160172984.1 SNVSQSLKKHIEPKIFNIINILMVSYFLFMDAIAIVKPFHNAD.NDAIRGIVAFIYLILLFVFLFYLNFRHGQEQKNELL 92
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logo RNQEMELKAALAENYSKHVESLYEQEVRSFRHDYANI
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NTDB id 1119996 EL078 RS08370 WP 231997657.1 RNQEMELKALENYSKHVESLYQEVRSFRHDYANVLMSLKVGIDQGDLDNIKKIYEEITADSAKLVKNNKFDLTRLANISD 318
NTDB id 544 H702 RS02380 WP 039696235.1 RNQEMELAALENYSKHVESLYQEVRSFRHDYANILMSLKVGIDQGNLDDIKKIYDEITADSTKLVKNNKFDLTRLANITD 318
NTDB id 543 H702 RS02375 WP 160172984.1 RNQEMELAALANYSKHVESLYEEVRSFRHDYANVLMSLKMGIDQGNLDDIKKIYDEITADSTKLVKNNKFDLTRLANITD 172
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logo SAGVKSLMSAKFLEHQAENRQSGITENI SLEVSAEEKPMKGNTPSKIPL I SY IR I LS I LFDNAI EGAALESEANEPRKIASVANFYQDDGEDFVF IMI ENS
NTDB id 1119996 EL078 RS08370 WP 231997657.1 SAVKSLMSAKFLEAENRSIEISLEVAEPMKNPKIPLISYIRILSILFDNAIEAALESENPKIAVANFYQDGDFVFIIENS 398
NTDB id 544 H702 RS02380 WP 039696235.1 SGVKSLMSAKFLQAENQGITISLEVAEEMGTPKIPLISYIRILSILFDNAIEAALESAEPRISVANFYQDDEFVFMIENS 398
NTDB id 543 H702 RS02375 WP 160172984.1 SGVKSLMSAKFLHAENQGIENSLEVSEKMGTPSIPLISYIRILSILFDNAIEGALESAEPKISVANFYQDGDFVFMIENS 252
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NTDB id 1119996 EL078 RS08370 WP 231997657.1 TKEKSVDLTKIFERGYSTKGENRGLGLATLVDFQDDYENLSVETSSFDYKFTQVVRVYEGEIKCS 463
NTDB id 544 H702 RS02380 WP 039696235.1 TKEKSVDLGKIFERGYSTKGDNRGLGLATLMDFQDDYENLSVETRSLDYKFTQVVRIYEA..... 458
NTDB id 543 H702 RS02375 WP 160172984.1 SKEKSVDLGKIFERGYSTRGENRGLGLATLMDFQDDYENLSVETHSSDYTFTQVVRIYEGDSR.. 315
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