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NTDB id 1119975 EL078 RS03450 WP 126437718.1 MAKKSNLSKKT.KSIISLLVLLV.GIGTGWVTTSDSSDPVSQVLSLVTGESSSQVASNHSSANESAPSQELAESVLTDNV 78
NTDB id 262 KZH43 RS08770 WP 001036779.1 ......MNKKTRQTLIGLLVLLLLSTGSYYIKQ.MPSAPNS...........PKTNLSQKKQASEAPSQALAESVLTDAV 62
NTDB id 221 SPD RS09380 WP 001036779.1 ......MNKKTRQTLIGLLVLLLLSTGSYYIKQ.MPSAPNS...........PKTNLSQKKQASEAPSQALAESVLTDAV 62
NTDB id 187 SPR RS08930 WP 001036779.1 ......MNKKTRQTLIGLLVLLLLSTGSYYIKQ.MPSAPNS...........PKTNLSQKKQASEAPSQALAESVLTDAV 62
NTDB id 152 SP RS09870 WP 001036779.1 ......MNKKTRQTLIGLLVLLLLSTGSYYIKQ.MPSAPNS...........PKTNLSQKKQASEAPSQALAESVLTDAV 62
consensus **!!!****!*!!!!!****!****** **!*!*! *************!!!!*!!!!!!!!*!

logo KASQLIGKSGTS ILEWNGASGAYFLIVNGNKTSNLNDAKVASSKPYANDNKTKVTVQGGKQESTVPTVANALLSKSATRQYRKSNREKETGNGSTSWTPAPGW
NTDB id 1119975 EL078 RS03450 WP 126437718.1 KAQLGSTIEWNGAGAYLVNGNKTSLNAKVASKPYANNKTKVVQGQSVPTVANALLSKSTRQYRSREETGNGSTSWTPAGW 158
NTDB id 262 KZH43 RS08770 WP 001036779.1 KSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGW 142
NTDB id 221 SPD RS09380 WP 001036779.1 KSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGW 142
NTDB id 187 SPR RS08930 WP 001036779.1 KSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGW 142
NTDB id 152 SP RS09870 WP 001036779.1 KSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGW 142
consensus !*!*****!!!!*!!**!!!!!!*!*!!!*!!!!!*!!!!*!****!!!!!!!!!!!*!!!!**!*!!!!!!!!!!!*!!

logo HQVQKNLSKGTSYSTHAVDRGHLLGYALVIGGLKDGFDASTSNPEKNVIATVQTAWANEQARQSAEDYSTGQNYYEGSLKVRRKALDQNKRVRYRV
NTDB id 1119975 EL078 RS03450 WP 126437718.1 HQVQNLSGTYSHAVDRGHLLGYALVGGLKGFDASTSNPENVATQTAWANEARSEDSTGQNYYEGLVRRALDQNKRVRYRV 238
NTDB id 262 KZH43 RS08770 WP 001036779.1 HQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRV 222
NTDB id 221 SPD RS09380 WP 001036779.1 HQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRV 222
NTDB id 187 SPR RS08930 WP 001036779.1 HQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRV 222
NTDB id 152 SP RS09870 WP 001036779.1 HQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRV 222
consensus !!!*!!*!*!*!!!!!!!!!!!!!*!!!*!!!!!!!!!*!*!*!!!!!!*!**!*!!!!!!!!**!!*!!!!!!!!!!!!
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LDYYRSTGQEVSTVNTQ
NTDB id 1119975 EL078 RS03450 WP 126437718.1 TLIYDGD.NILASGTHLEAKSSDGSLEFNVFVPNVQSGLTIDYYSGQVSVN. 288
NTDB id 262 KZH43 RS08770 WP 001036779.1 TLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 TLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 TLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 TLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !!*!********!****!!!!!!!*!!!!!*!!!!!*!!**!!**!*!*!**

X non conserved

X similar

X ≥ 50% conserved


