
logo

ML
MKS IG IKYQLR ITTL IPAVFLLVVALLFAFLFYNGKLFGSKRDLKQHMTSHRLGEAYIRQLLPAAQLYALMLRDNDKYR I

TLQGL IDNASTINPQEVKQASL
NTDB id 111994 LOA RS04155 WP 025385263.1 .MKSIGIKYQLRITTLIPVLVVALLFALFYNGKFSRDLKQHTSHLGEAYIRQLLPAAQLALLRDDKRILQGLIDASTINQEVQSL 84
NTDB id 1263 GCO85 RS09730 WP 080450539.1 MLKSIGIKYQLRITTLIPAFLVALLFAFFYNGLFGKDLKQHMSRLGEAYIRQLLPAAQYAMLRNDYRTLQGLINASTINPEVKAL 85
consensus **!!!!!!!!!!!!!!!! *!!!!!! !!!! ! *!!!!! !*!!!!!!!!!!!!!! !*!! ! ! !!!!! !!!!!*!! !

logo AFYNADKGQRL ILAYRGGKHS ILHKHKPFNTPPDYTGDYI ESKRQINPFYSTINF ILAP ITI
VPKFNLYSFSTEPFKESLPSTSTMPKPDI FQADDI LGWLS IDID

NTDB id 111994 LOA RS04155 WP 025385263.1 AFYNAKGQLLAYRGGKHSLKHPFTPPDYTGDYIESRQINPYSINFLAPITVPKFNLYSFTPFKSPTSMPDFQADDILGWLSIDID 169
NTDB id 1263 GCO85 RS09730 WP 080450539.1 AFYNADGRLIAYRGGKHSIHKPFNPPDYTGDYIESKQINPFTINFIAPITIPKFNLYSSTEFKELSTPKIFQADDILGWLSIDID 170
consensus !!!!! ! !*!!!!!!!!***!! !!!!!!!!!!!*!!!!**!!!*!!!!*!!!!!!! !*!! ***** !!!!!!!!!!!!!!!

logo TQASLTL IKRYQML
YIVTI F ITLFGLLMTGLSTIHYFFLSKKR IY I

MP IARLRRSMKQI LSNEFETE IKRLVSSPQAGELGI
TI EKQGCAHLQKRQYLNSMT

NTDB id 111994 LOA RS04155 WP 025385263.1 TQATLIKRYQMYIVTIFITLFGLLTGLSIHYFFSKKIYIPIARLRRSMKQILSNEFETEIKLSSQAELGTIEQGCAHLQKQYLSM 254
NTDB id 1263 GCO85 RS09730 WP 080450539.1 TQSLLIKRYQMLIVTIFITLFGLLMGLTIHYFLSKRIYMPIARLRRSMKQILSNEFETEIRVSSPGELGIIEKGCAHLQRQYLNT 255
consensus !! !!!!!!! !!!!!!!!!!!! !!*!!!! !!*!!*!!!!!!!!!!!!!!!!!!!!!**!!**!!! !! !!!!!!*!!!

logo VKRDLNHQHYI E I
TATATDLQKQNSLELLEEKNI ELSLDEKKKSTEEKSRQKSEF IANMSHE IRTPMNGI

V
I
LGFTNVLLESKLDPSLQLQDEYVKTIK

NTDB id 111994 LOA RS04155 WP 025385263.1 VKDLNQYIETATTDLQKNLELLEEKNIELSLDKKKSEEKSRQKSEFIANMSHEIRTPMNGILGFTNVLLESKLDSLQQEYVKTIK 339
NTDB id 1263 GCO85 RS09730 WP 080450539.1 VRDLNHHIEIATADLQQSLELLEEKNIELSLEKKKTEEKSRQKSEFIANMSHEIRTPMNGVIGFTNVLLESKLDPLQLDYVKTIK 340
consensus !*!!!**!! !! !!! !!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!*!! *!!!!!!

logo SSAQDLLAS I INDI LDFYSKI
MDAGKLHNLDCYIPLDIRAGC IDDEVLVASLALASPHNAHKKGI

LDL IPAITDIANVPKMTVLGDPLR I
LKQI I SNLVSTNA

NTDB id 111994 LOA RS04155 WP 025385263.1 SSAQDLLAIINDILDYSKMDAGKLHLDYIPLDIRACIDDVVALLAPHAHKKGLDLIPATDIAVPKTVLGDPLRLKQIISNLVSNA 424
NTDB id 1263 GCO85 RS09730 WP 080450539.1 SSAQDLLSIINDILDFSKIDAGKLNLDCIPLDIRGCIDEVLSLASPNAHKKGIDLIPITDINVPKMVLGDPLRIKQIISNLVTNA 425
consensus !!!!!!! !!!!!!!*!!*!!!!!*!!*!!!!!!*!!!*!* ! !*!!!!!*!!!! !!! !!! !!!!!!!*!!!!!!!!*!!

logo

I
VKFTDHGYVL IRTHKI EQESTDEKDYTI

L
C
L
F
LAIASDTGIG ICSPSEDQTKTLFNTAFNQADTSTITRRFYGGSGLGLVICSKKLACEEHMHQGRI SLSTSE

NTDB id 111994 LOA RS04155 WP 025385263.1 IKFTDHGYVLIRTHIEQESEKDYTICLAISDTGIGICSEDQTTLFNAFNQADTTITRRFGGSGLGLVISKKLAEHMQGRISLSSE 509
NTDB id 1263 GCO85 RS09730 WP 080450539.1 VKFTDHGYVLIRTKIEQETDKDYTLLFAIADTGIGISPEDQTKLFTAFNQADTSITRRYGGSGLGLVICKKLCEEMHGRISLTSE 510
consensus *!!!!!!!!!!!!*!!!!**!!!!** !! !!!!!!**!!!! !! !!!!!!!*!!!!*!!!!!!!!!*!!!*!*!*!!!!!*!!

logo

I
P
H
NKGSTFSAVHR IKLVAEKLMVAYE I EKHNQI

THRFAGHNLKI
V
I
LCFDDNPLHLEAI

L
C
GNGLGFYWGI EQAC IR I

VDASFNKQLESQRAI FLTYKQHKQDCHKI
LAF IVNSVN

NTDB id 111994 LOA RS04155 WP 025385263.1 PHKGSTFSVHIKLAKLMAYEIEKHQIHRFGNLKVLCFDDNPLHLEALCNGLGYWGIQCIRIDAFNQLEQAFYQHQDCHLAFVSVN 594
NTDB id 1263 GCO85 RS09730 WP 080450539.1 INKGSTFSARIKVEKLVAYEIEKNQTHRFAHLKIICFDDNPLHLEAIGNGLGFWGIEAIRVDSFNKLSRILTKHKDCKIAFINVN 595
consensus **!!!!!! *!!* !!*!!!!!!*! !!!**!!**!!!!!!!!!!!**!!!!*!!! *!!*! !! ! ! !!**!!* !!



logo QGCEQRQAVAELVI
L
A
RKHKQQS IMPCFVL IVSKWP INQDNFYAQALGAQRGFLFYKP I

P
N
S IQKLHQDELTI EHS ILAFHNEQNSQS IPTSATEKSMNHTI

NQELDTLRAEQRLRFLALHKP
NTDB id 111994 LOA RS04155 WP 025385263.1 QGCEQQVAEVLRK.QSMPCVLVSKWPIQNYQALGAQGFLFKPPNIQKLHETIEHLFHQSSIPTSAESMHIQELDTLRARLRLAKP 678
NTDB id 1263 GCO85 RS09730 WP 080450539.1 QGCERQAAELIAKHKQIPFVLISKWPINDFAALGARGFLYKPISIQKLQDLIESIANENQ....TEKNTNQELDTLREQLRFLHP 676
consensus !!!! ! !!** !* *!*!!*!!!!!* * !!!! !!!*!!* !!!!** !!** * **** ! * !!!!!!! !! *!

logo

E
N
I
LL IVAEDNP I

VNKRMLLNTASLLNSENKNATCNIDTTVDEDGEQMQAVTAKCENDSKKRFDHAMI LLDLHQMPKLDNGFLEAAKRLMIRQKQSLLMNKHTSTP I IVL ILSTANSSMSDN
NTDB id 111994 LOA RS04155 WP 025385263.1 NLLVAEDNPINRMLLNALLSEKTCIDTVEDGQQAVTKCNSKRFHAILLDLQMPKLDGFEAARLIRQQSLLNKTTPIILLSANSMN 763
NTDB id 1263 GCO85 RS09730 WP 080450539.1 EILIAEDNPVNKMLLTSLLNNNANITTVDDGEMAVTACEDKKFDMILLDLHMPKLNGLEAAKMIRQKSLMNKHSPIVLITASSSD 761
consensus *!*!!!!!*!*!!! !! *! !!*!! !!! ! !*!* !!!!!*!!!! ! !!!**!!! !!*!!**!!*!**! !

logo

E
L
N
S
N
S
E
I
D
SMKQKLSGI

VDFLCFLQKP I
LDEAKQSLL IRHQI

LLKR I IVDNKQTKTAHASAIDNWQTLCVQKVSGNQALAETEFLADKRF IVEELHYKNREEFL ILEQLMAHQSGKNQI
VKGN

NTDB id 111994 LOA RS04155 WP 025385263.1 ENNESMQKLGIDLCLQKPLDEASLLRHLLKIINQTTASAINWTLCVQKVSGNQALATEFLDRFVEELHKNREELLQLMASGQIKN 848
NTDB id 1263 GCO85 RS09730 WP 080450539.1 LSSIDMKKSGVDFCFQKPIDEKQLLIQILRIVDKTKHAAIDWQLCVQKVSGNQALAEEFLAKFIEELYKNREEFIELMHQKNVKG 846
consensus ! ! !*! ! !!!*!! !! **!*!* ! * !! ! !!!!!!!!!!!!! !!! *!*!!!*!!!!! * !!* **!

logo LAEDRALAHKLHGACCFCGVP I
QLQKSQRVAQLEAKLAKRQRATASHNAIDENLAQEMAPFSTDQFL IQS ILDAVI ESEYEHNQSYRSAQRDIVELL

NTDB id 111994 LOA RS04155 WP 025385263.1 LERAAHKLHGACCFCGVPQLQSQVAQLEALAKQASHIDELQMPFSQFIQSLDAVIEEYEHSYRARDIVELL 919
NTDB id 1263 GCO85 RS09730 WP 080450539.1 LADLAHKLHGACCFCGVPILQKRVAQLEKLARRTANADNLAEAFTDLIQSIDAVISEYENQYSQ....... 910
consensus ! !!!!!!!!!!!!!! !! !!!!! !!* * ! ! *!* !!!*!!!! !!!* ! *******

X non conserved

X similar

X ≥ 50% conserved


