
logo

MANKTKSKLLL
M
E
K
K
T
M
N
K
W
K
R
F
IKWWL ILSGI FI STLVI

L
F
LLLFMAVFLFFPLNNPYYLVELMPGGAFYDI

T
K
R
E
SVLVTVDNHKKAEDDKESKGSYNFVAVASLQSTKAT

NTDB id 1119907 EL076 RS08125 WP 197716138.1 MANKTKSKLLLEKMWRIKWWLLSIFTVLFLLFALFFPLNNYYVELPGGAFDTKEVLTVDKKADDSKGSYNFVAVAQTKAT 80
NTDB id 360 SMU RS02495 WP 002262039.1 ..........MKTNKKFKWWLISGISLILLLMVFFFPL.PYYLEMPGGAYDIRSVVTVNHKEDKEKGSYNFVAVSLSKAT 69
consensus *********** * !!!!*! *** !! !!!!**!!*!*!!!!*! * !*!! *! ! !!!!!!!!! *!!!
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NTDB id 1119907 EL076 RS08125 WP 197716138.1 LALMLYAQLNDFAKLQTAKEATGNYSDEDFMRINQFYMETSQNQAIYQGLTLAGKEASLEYMGVYVLQVADDSSFKSVLN 160
NTDB id 360 SMU RS02495 WP 002262039.1 PIQVLYAWLTPFTEITSAKETTGGVSDADYMRINQFYMETSQNGAIYKALSLAHKKASFNYMGVYVLQVSRNSTFKGVLN 149
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NTDB id 1119907 EL076 RS08125 WP 197716138.1 IADTVTAVNGKTFDNSTDLIKYVQGLKLGSKVKVTYTTDDKEKTATGKIIKIANGKNGIGIGLTDHTEVKSPENVKFKLD 240
NTDB id 360 SMU RS02495 WP 002262039.1 IADTVTGVNDKTFHSSKELIKYVSGLKLGSKVSVQYTSENKKKTAKGKVIKLSNGKNGIGIGLVDHTKVTSDDKIEFSTN 229
consensus !!!!!!*!! !!!* ! *!!!!! !!!!!!!! ! !!** ! !!! !!*!!* !!!!!!!!!! !!! ! !** * !

logo GI
VGGPSAGLMFTLADIYDQLVSVGKEQDLKRAKGR I

KIAGTGTI EGEKDGSVGDIGGADYLMKVAKASAADDRI
S
G
NADI FFVPNNPVSTKAEMTKLKKVDNPDK

NTDB id 1119907 EL076 RS08125 WP 197716138.1 GVGGPSAGLMFTLAIYDQVSGQDLKAGRKIAGTGTIEKDGSVGDIGGAYLKVKSAADSGADIFFVPNNPVTKEMKKVDPD 320
NTDB id 360 SMU RS02495 WP 002262039.1 GIGGPSAGLMFTLDIYDQLVKEDLRKGRIIAGTGTIGEDGSVGDIGGADMKVAAADRINADIFFVPNNPVSKATLKKNPK 309
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NTDB id 1119907 EL076 RS08125 WP 197716138.1 AKTNYQEAKEAAKKLRTKMKIVPIKTAQEAIDYLKKTK 358
NTDB id 360 SMU RS02495 WP 002262039.1 ALTNYQEAKQAAKKLGTKMKIVPVKNVQEAIDYLRKH. 346
consensus ! !!!!!!! !!!!! !!!!!!!*! !!!!!!!*!**
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