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NTDB id 613 LCA RS05340 WP 231952379.1 ..MMWQDYWQRYRRFWWVPCLVLLGIIAGGFYWHQSQQKQKVTQ...NEQL..LATSASKT.......KPATKKTHQAAT 66
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .MESIIEKIKEYKI..IVICTGLGLLVGGFFLLKPAPHTPVKE.TNLQAEVVAISKDSSTE.......KDVKKEEKEEPV 69
NTDB id 493 SM12261 RS04300 WP 000387351.1 .MEAIIEKIKEYKI..IVICTGLGLLVGGFFLLKPAPQTPVKE.TNLQAEVVAVSKDSVSE.......KEVKKEEKEEPL 69
NTDB id 153 SP RS04730 WP 000387344.1 .MEAIIEKIKEYKI..IVICTGLGLLVGGFFLLKPAPQTPVKE.TNLQAEVAAVSKDSSTE.......KEVKKEEKEEPL 69
NTDB id 263 KZH43 RS04195 WP 000387330.1 .MEAIIEKIKEYKI..IVICTGLGLLVGGFFLLKPAPQTPVKE.TNLQAEVAAVSKDLVSE.......KEVNKEEKEEPL 69
NTDB id 222 SPD RS04535 WP 000387330.1 .MEAIIEKIKEYKI..IVICTGLGLLVGGFFLLKPAPQTPVKE.TNLQAEVAAVSKDLVSE.......KEVNKEEKEEPL 69
NTDB id 188 SPR RS04295 WP 000387330.1 .MEAIIEKIKEYKI..IVICTGLGLLVGGFFLLKPAPQTPVKE.TNLQAEVAAVSKDLVSE.......KEVNKEEKEEPL 69
NTDB id 1119903 EL076 RS07655 WP 003093743.1 MKEKIIDYVNNNRL..FVSIIGVLMMVFCFFLWMTCGAGNSMEAETSYTDVTTLSTSSSKEGSKSLTEVSSQSQTEGSEK 78
NTDB id 300 STER RS07485 WP 011681496.1 MKEKILAYVKDNRL..FVSVIAVLMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEGSEK 78
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NTDB id 613 LCA RS05340 WP 231952379.1 KKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQI 146
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EQDLITVDVKGAVKSPGIYDLSVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQH.TGS.... 143
NTDB id 493 SM12261 RS04300 WP 000387351.1 EQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQ.AGP.... 143
NTDB id 153 SP RS04730 WP 000387344.1 EQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGS.... 143
NTDB id 263 KZH43 RS04195 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGL.... 143
NTDB id 222 SPD RS04535 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGL.... 143
NTDB id 188 SPR RS04295 WP 000387330.1 EQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGL.... 143
NTDB id 1119903 EL076 RS07655 WP 003093743.1 VKSKVTVDVKGAVVKPGVYTLKVS.ARVTDAIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQSDTG... 154
NTDB id 300 STER RS07485 WP 011681496.1 VKSKVTVDVKGAVVNPGVYTLKAG.ARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTGTG... 154
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LGPAGKKRAEQQDVIVIADYHRDEESAQHNGGKFQKQS IVEGDDELQKNKVGSGIGPADGKTFLIDE
NTDB id 613 LCA RS05340 WP 231952379.1 ATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFE 226
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ................GAPSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIE 207
NTDB id 493 SM12261 RS04300 WP 000387351.1 ................GTASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIE 207
NTDB id 153 SP RS04730 WP 000387344.1 ................GTASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
NTDB id 263 KZH43 RS04195 WP 000387330.1 ................GTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
NTDB id 222 SPD RS04535 WP 000387330.1 ................GTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
NTDB id 188 SPR RS04295 WP 000387330.1 ................GTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIE 207
NTDB id 1119903 EL076 RS07655 WP 003093743.1 ............QVSNKGGQAVSKNGKINLNTATSEQLQTISGIGAKRAEDIVAYRESHGGFQSVGDLKNVSGIGDKTLD 222
NTDB id 300 STER RS07485 WP 011681496.1 ............QVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLD 222
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NTDB id 613 LCA RS05340 WP 231952379.1 QLQSQICVN 235
NTDB id 521 SMSK321 RS04960 WP 000443804.1 KLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 KLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 KLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 KLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 KLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 KLKDYVTVD 216
NTDB id 1119903 EL076 RS07655 WP 003093743.1 KIRESIYVA 231
NTDB id 300 STER RS07485 WP 011681496.1 KIRESLYVA 231
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