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NTDB id 111990 LOA RS03705 WP 237757968.1 MDLTRLRQKTKSIAQILRLPSICALCNQYHQGLETICKTCTELFIPLGFTCRICAIPLPDDKFLVCGQCIRKKPLFDRVFASYRF 85
NTDB id 1270 LPP RS11540 WP 015961431.1 .....MLQKFLSITQNLRLPSICTLCNQFHKSQLAVCSNCMEFMKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRF 80
NTDB id 1247 GCO85 RS11680 WP 015961431.1 ...........................................MKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRF 42
consensus * ** ** * ******* ****** ** * * ***!!**!**!!*!!*!!**!!!!!!*!!*!*!!*****!!!

logo EEPLRTSLLIHEQFKYRHENGLYLNASF ILAKNQLMLLRNTAPLPKDSLANLNKTPQDCLVIPVPMHPGKRLRKDRRGYFNQANAEVLATKRYLLAVRRQLKNMIPYEDPLLYLYCKQKIRINT
NTDB id 111990 LOA RS03705 WP 237757968.1 EEPLRTLLHEFKYREGLYLNSFIANLMLRTPP.DLNNTQCLVPVPMHPGRLRDRGYNQANELAKYLAVRLKMPYEPLLCKKIRNT 169
NTDB id 1270 LPP RS11540 WP 015961431.1 EEPLRSLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQKIINT 165
NTDB id 1247 GCO85 RS11680 WP 015961431.1 EEPLRSLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQKIINT 127
consensus !!!!!*!*!*!!!**!!!!*!!***!*!***!*******!!*!!!!!!*!!**!!*!!!**!***!!**!**!!****!*!!*!!
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NTDB id 111990 LOA RS03705 WP 237757968.1 APQAGLNGKQRQQNLRGSFTTNTSPYHHITLVDDLLTTGSTANELAGTLKKQGIVQVDVWCCARAISE. 237
NTDB id 1270 LPP RS11540 WP 015961431.1 ASQANLDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 234
NTDB id 1247 GCO85 RS11680 WP 015961431.1 ASQANLDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 196
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