logo

NTDB id 481 STER RS07730 WP 002951673.1

NTDB id 1119839 EL086 RS08315 WP 038676648.1
NTDB id 473 HSISS4 RSO07770 WP 021143710.1
consensus

logo

NTDB id 481 STER RS07730 WP 002951673.1

NTDB id 1119839 EL086 RS08315 WP 038676648.1
NTDB id 473 HSISS4 RS07770 WP 021143710.1
consensus

logo

NTDB id 481 STER RS07730 WP 002951673.1

NTDB id 1119839 EL086 RS08315 WP 038676648.1
NTDB id 473 HSISS4 RSO07770 WP 021143710.1
consensus

logo

NTDB id 481 STER RS07730 WP 002951673.1

NTDB id 1119839 EL086 RS08315 WP 038676648.1
NTDB id 473 HSISS4 RS07770 WP 021143710.1
consensus

LV TANOTERA L LA LY DL RNRA

MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP
MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLIAIQQDEASYRQKIGYIP
MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP

PR VLAY RN RN R 1AL
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A3 ELLAEERMRRL STVLDGAER DRV L L T RN (LK
LGLDPLAISDLIELLAEEKANGK ILMSTHVLDSAEKMCDRFVILHHGQ LAQGT ELRQTFGDESASLNDIYMQLTKG
LGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDRSASLNDIYMQLTKG
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ELS 243
ELS 243
ELS 243

X non conserved
B similar
>50% conserved
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