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MAELFKERS RFJWNRCAKYSRYVEFNDHFILVLLFLLGFVLVQYSQLL HFPKNPWAIILGLLVLCLLLPFWGNIATYLEP
MAELFKERSKRFNARCAKYSRYVENDHFILVLLFLLGFVLVQYSQLLKHFPKNPWAIILGLL LCLLLPFWGNIATYLEP
MAJSLFKERSKRFNARCAKYSRYVFNDHFILVLLFLLGFVLVQYSQLLKHFPKNPWAIILGLLVLCLLLPFWGNIATYLEP

e o R o

ADKHYLLVKEEEVLDH KKATGRAFRFWV QTLIFILV PLFLALGLPVWGV L AVAMAILKYFIFQKKAQPFYKQSG
ADKHYLLVKEEEVLEHVKKATGRAFRFWVIVQ LIFILVIPLFLALGLPVWGVILVAVAMAILKYFIFQKKAQPFYKQSG
ADKHYLLVKEEEVLDHVKKATGRAFRFWVIVQTLIFILVIPLFLALGLPVWGVILVAVAMAILKCFIFQKKAQPFYKQSG

117t RO LAEELE A TR ARTAORG YLABERS DREALEA

LNWT ATAAENKRQQSILKFFSLEFTNVKGITSSVKRR YLDGILKRTKKDKEQITWYNLYLRAFLRSGDYWALSLRLFALT
LNWRl ATAAENKRQQSILKFFSLFTNVKGITSSVKRREYLD ILKRTKKDKEHTWYNLYLRAFLRSGDYFALSLRLFALT
LNWTISATA ENKRQQSILKFFSLFTNVKGITSSVKRR YLDGILKRTKKDKEHTWYNLYLRAFLRSGDYFALSLRLFALT

1AL ASERAL S0 Lk

LLVIFLVPEKWLAMVLVVVEDYLLLFQLTALKSHFAYQRMANLMP GKDMQVSNLKRLIRQIVLVMTL QA CLFDLKFS
LLV FLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPVGKDMQVSNLKRLI QIVLEMTLVQA CLFDLKFS
LLVIFLVPEKWLAMVLVVVFDYLLLFQLTALKSHFAYQRMANLMPVGKDMQVSNLKRLI QIVLVLTLVQA CLFDLKFS

R

LIL G MLVLSLVYLPAKLKKMID 344
LILVG MLVLSLVYLP KLKKMID 344
LILVG MLVLSLVYLPAKLKKMID 344

X non conserved
B similar
> 50% conserved
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