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NTDB id 521 SMSK321 RS04960 WP 000443804.1 BME II1EKIKEYKIIVICTGLGLLVGGFFLLKPAPJITPP 71
NTDB id 493 SM12261 RS04300 WP 000387351.1 BMEATITEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTP 71
NTDB id 153 SP RS04730 WP 000387344 .1 BMEATIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTP 71
NTDB id 263 KZH43 RS04195 WP 000387330.1 BMEATITEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTP 71
NTDB id 222 SPD RS04535 WP 000387330.1 BMEATIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTP 71
NTDB id 188 SPR RS04295 WP 000387330.1 BMEATITEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTP 71
NTDB id 1119837 EL086 RS08065 WP 022496133.1 80
NTDB id 300 STER RS07485 WP 011681496.1 SKTEGSEKVK 80
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NTDB id 521 SMSK321 RS04960 WP 000443804.1  DINEAPNIINTEGRI SIS AN ORISR S A A A S a3 AR . 145
NTDB id 493 SM12261 RS04300 WP 000387351.1  MERINALTNLEIIARONNALTI AN XTI R AT I CI RN EINTVAA ARSI ATN AT . 145
NTDB id 153 SP RS04730 WP 000387344.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEANS QR 145
NTDB id 263 KZH43 RS04195 WP 000387330.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAKS QR 145
NTDB id 222 SPD RS04535 WP 000387330.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAKS QR 145
NTDB id 188 SPR RS04295 WP 000387330.1 DLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEANS QR 145
NTDB id 1119837 EL086 RS08065 WP 022496133.1 160
NTDB id 300 STER RS07485 WP 011681496.1 160
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NTDB id 521 SMSK321 RS04960 WP 000443804.1 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 216
NTDB id 153 SP RS04730 WP 000387344.1 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 216
NTDB id 222 SPD RS04535 WP 000387330.1 216
NTDB id 188 SPR RS04295 WP 000387330.1 216
NTDB id 1119837 EL086 RS08065 WP 022496133.1 231
NTDB id 300 STER RS07485 WP 011681496.1 231
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