logo

NTDB id 1119808
NTDB id 369 SMU
consensus

logo

NTDB id 1119808
NTDB id 369 SMU
consensus

logo

NTDB id 1119808
NTDB id 369 SMU
consensus

logo

NTDB id 1119808
NTDB id 369 SMU
consensus

logo

NTDB id 1119808
NTDB id 369 SMU
consensus

logo

NTDB id 1119808
NTDB id 369 SMU
consensus

logo

NTDB id 1119808
NTDB id 369 SMU
consensus

EL086 RS02330 WP 038675388.
RS04255 WP 002263293.1

EL086 RS02330 WP 038675388.
RS04255 WP 002263293.1

EL086 RS02330 WP 038675388.
RS04255 WP 002263293.1

ELO86 RS02330 WP 038675388.
RS04255 WP 002263293.1

EL086 RS02330 WP 038675388.
RS04255 WP 002263293.1

EL086 RS02330 WP 038675388.
RS04255 WP 002263293.1

ELO86 RS02330 WP 038675388.
RS04255 WP 002263293.1

1

MFKIFKRLIWNKER
MEFKIFKRLNFEAKE|

K
K
!

IR Lo 3 TSI Tkl it

M LINGGF CLIV INLKMP YMSMITTLLETKGTIMASDIIJAWNTDINPGIY ML WISF [MFIINGV V
v LEF cLllv  BLkp@p YMSMNITTLLWTKGTEASD 1)) S PG ML lgsF EFgiiv v
! ! ' T

PULTT LEDL UL skokokokok *1Ix 1l | Lk |
E
E
|

x|

Y il

0 e et R PSR (T B

AV D AETI IPSLLTRTTND TQLQ MG QV TRGPIMA WA TKIEWWKIYE
IV D AET IPSLLTRTTND TQLQ UMG QV TIRIGPIMA WA TKI[GKRI
11l ]
E
K

* NEIEE !
AN TDRIQN
ENKNRKL
* 1

sk |k

UL A e

ISLNSUTRESLTG RVVRAYNAENYQ INKF
P\LNSINTRESLTG RVVRAYNAEMYQ HKE

Tl Pl 11

* 1k

by
N

N

\/ AH k% T[ETTAAA IEHQIHL E | ﬁ
IYWIGARBIL 3D KIPWINWROWIGA | 3l FSDMVV SSYAMQVV GFMMM W FI3

Lig
L

!
.......... PITERTH DR LDk ok Dlk  kokokk LDLLDLRDEDDE D kDI E % k1 x|

o ke esaC At A T TSR

PRA VENASRINEVLDEY SSV |JENSSINSPEAYGIVEF DVSFRYSIMESINYV EHVSFIMAKING TVAFIGSTGSGKST
PRA VEJAIRINEVLINR SSViEi  ENSIIN INHIGIIVEFRIDVSFRYSISYSIH V EHVSFRAKING TVAFIGSTGSGKST
PhEskl 0 LLEELL kbl Lskskx! | * bbbtk bl T kb LLLL LD kbR

*

I
1
]

\ |
L RPYAT v QLS e LA EAELAUAGA
e e s ggﬂigﬁﬂég D b e

G
PULLL L b bhskbhsk 0okl bk Dkl DLELEEsbEEEEL b Tl b b s LEEEEEEEEEEE bt Lol

Al LA AT B TR

WKEMNLIWAEVAQ G NFSGGQKQ TARALARKPEILIFDDSFSALDYKTDRJSLR LAJ¥KT[®] MTKLIVAQRISTIMD
IDKEIMCLDMEVAQ G NFSGGQKQ TARALARKPEILIFDDSFSALDYKTDREMLR LAIMKT]{ MTKLIVAQRISTIMD
Pl b kbbb LT PO bt bl Uhskok bl L kbRt

75

160
155

240
235

319
315

399
395

479
475

559
555



AR LA A A e

NTDB id 1119808 EL086 RS02330 WP 038675388.1 LSERuniamvlaiesQiaTAeiaieyw: e Hn. Vi A AR NN 4RI RSO H AN A [e3 604
NTDB id 369 SMU RS04255 WP 002263293.1 ADBITILVLDQGKVVGQGTHKELLANN YQEIAYSQLSKEELENGK 600

consensus o prx Iy rrirrrnn it nn v rkx Iy

X non conserved
B similar
>50% conserved



