DU 1)1 \/A;tASVEKxY Mk

NTDB id 1119802 EL086 RS01690 WP 038675283.1 34
NTDB id 358 SMU RS01425 WP 002263523.1 80
NTDB id 421 SGO RS10260 WP 012131060.1 36
NTDB id 511 SMSK321 RS10730 WP 000668322.1 . RPQVDQMDCGVASLAMVFGYYGSYYSLA 36
NTDB id 483 SM12261 RS00275 WP 000668315.1 MRRPQVDOMDCGVASLAMVFGYYGSYYSLA 36
NTDB id 247 KZH43 RS00220 WP 000668290.1 .. 36
NTDB id 206 SPD RS00235 WP 000668290.1 36
NTDB id 171 SPR RS00230 WP 000668290.1 36
NTDB id 131 SP RS00255 WP 000668284.1 36
consensus

oELAT T AL e FE TR 7LD ouTe e KAV ol D)

seIR I: N 2s L l\h€L )

NTDB id 1119802 ELO86 RS01690 WP 038675283.1 Y|HARWAQINSRECHSSVNHEIRYE AVNK Q 114
NTDB id 358 SMU RS01425 WP 002263523.1 MLREL KTIWYNGTTALG V|¥NAISY GFETR IKADMTLFDJQYDLT PF HV K IRQIENAAAYY[ESQNEQ 160
NTDB id 421 SGO RS10260 WP 012131060.1 PLREAKTTRIDGTTALGLVKVAE[Y [FETRAKADM LFDLJX PF AH LK GKLLHYYVVTGQDK IHIADPDP[ 116
NTDB id 511 SMSK321 RS10730 WP 000668322.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDK[SIHIADPDPG 116

NTDB id 483 SM12261 RS00275 WP 000668315.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116

NTDB id 247 KZH43 RS00220 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 206 SPD RS00235 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 171 SPR RS00230 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 131 SP RS00255 WP 000668284.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116

consensus * 11 Dok D1 11Dk Pokokokokok 1 U P skokok LERE R ! IR )k D11 x

WL T Aot )RRl VATLVTYOMIVESYYLCB

NTDB id 1119802 EL086 RS01690 WP 038675283.1 KIGHIBILINEINAKINMNEYAIRITF VIZGETMTK YII43D VP([QRNSIMN NN RR, GLIAIVL LVT NI GSYYLQSIID 194

NTDB id 358 SMU RS01425 WP 002263523.1 VK T § ERF FEWTG [\ FJMAPNP YKPHK[§ KNGL iy Gi 240
NTDB id 421 SGO RS10260 WP 012131060.1 VK TK BRERFE EWTG T FJRAPSPRAYKPENEKNGLL 196
NTDB id 511 SMSK321 RS10730 WP 000668322.1 VKLTKLPRERFE\EEWTGVTLFMAPSPDYKPHK QKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY 196
NTDB id 483 SM12261 RS00275 WP 000668315.1 VKLTKLPRERFEEWTGVTLFMAPSPDYKPHK QKNGLLSFIPILVKQRGLIANIVLATLLVT INIVGSYYLQSIIDTY] 196
NTDB id 247 KZH43 RS00220 WP 000668290.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY] 196
NTDB id 206 SPD RS00235 WP 000668290.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY] 196
NTDB id 171 SPR RS00230 WP 000668290.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY] 196
NTDB id 131 SP RS00255 WP 000668284.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY 196
consensus Pokokokokokok Dok Dok 110D ook Dokokok | *okokok | Dok 1 okoskoskoskoskokok | ! Ploskokok Do DR DD D Dok Dok ]

|y

I

N

RL SHTHY &

S

T SRR LWL

NTDB id 1119802 EL086 RS01690 WP 038675283.1 274
NTDB id 358 SMU RS01425 WP 002263523.1 QQ AEYLLIAVLERLJIDVILSYIKH F@LPMSFFATRRTGEIPSRFTDANNII 320
NTDB id 421 SGO RS10260 WP 012131060.1 TLG ISIGL IVYILQQELSYAQEYLLLVLGQRLSIDVILSYIKHVFNLPMSFFATRRTGEIVSRFTDANRKIII 276

NTDB id 511 SMSK321 RS10730 WP 000668322.1 VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 483 SM12261 RS00275 WP 000668315.1 VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276

NTDB id 247 KZH43 RS00220 WP 000668290.1 VPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 206 SPD RS00235 WP 000668290.1 VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 171 SPR RS00230 WP 000668290.1 VPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276

NTDB id 131 SP RS00255 WP 000668284 .1 VPDQMRSTLGIISIGLVIVYIFQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSI I|EYAS
consensus Uk korok Dok Dok DLk Dk Dok | Lk N e e N N N e e N N e N NN N NN N R



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1119802 EL086 RS01690 WP 038675283.1

358
421
511
483
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1119802 EL086 RS01690 WP 038675283.1

358
421
511
483
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1119802 EL086 RS01690 WP 038675283.1

358
421
511
483
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1119802 EL086 RS01690 WP 038675283.1

358
421
511
483
247
206
171
131

consensus

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

L)

A

ST e, L

VLFSQN FLFFETLL

o e e ARSI

P Y[\ IIF@FMKPFEKMN TMEAN

DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
DALASTILSIFLDVSTVVIISLVLFSQNTNLFFHTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET]

DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
DALASTILSIFLDVSTVVIISLVLFSQONTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET

AN ;@QMVAHL WAL

IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN

IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
N R Y R R R e ey ooy I ooy gy oy I R Ry ey ey ey W N N Y W

AL e ol

TYS

/\k/\

...... Dok ok ok ok of ok ok ok ok ok Dok Do Dotokokok | |

15 TR Bk s ML NPT LELLE TR RO

R
G SGSGKTTLAKMMVEFYRPRQG IELGGVNLNQ DKNALRQYINYLPQQPYVFNGTILENLLLGA EGTTQEDILRAVE|
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTIL NLLLGAKEGTTQEDILRAVE

NN N N * kK

GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE
GISGSGKTTLAKMMVNFYDPSQGEISLGEVNLNQIDKKALRQYINYLEQQPYVFNGTILENLLLGAKEGTTQEDILRAVE|

NN EENNNEN Lok ok | %ok Ry NN N

354
400
356
356
356
356
356
356
356

434
480
436
436
436
436
436
436
436

510
560
516
516
516
516
516
516
516

587
640
596
596
596
596
596
596
596



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1119802 EL086 RS01690 WP 038675283.1

358
421
511
483
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1119802 EL086 RS01690 WP 038675283.1

358
421
511
483
247
206
171
131

consensus

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SMSK321 RS10730 WP 000668322.1
SM12261 RS00275 WP 000668315.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

LIERE R PLOCTE A AL o

AEIRH] DIE@MPQGYQTELISDGAGISGGQ QRIALARALLTN APVLILDEATSSLDILTEK I BNL
LAEIRGDIERMPLNYQTEL DGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRI DNL

LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAP LILDEATSSLDILTEKRIVDNL
LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL

LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
LAEIREDIERMPLNYQTELTSDGAGISGGQRORIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
LAETREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL

N T NN N N N I T I R Y Ry Iy g

LTGRO sl M
Q 698

RT . 760
HRLTIAER ENVVVLDQG IVEEGEHIY L BAJFAGFYJSHLVNS 717
717
717
717
717
717
717

X non conserved
B similar
>50% conserved

ISR

i

665
719
675
675
675
675
675
675
675



