
logo MNHYIRATIGSML I L IVYSMLATAFLF IDKVFVNI IYFQGMFYTQI FG IPVFLFLNI
L I IV I LLC I IVGSVLAYKINQQNDWIKT

NTDB id 1119640 EL082 RS04415 WP 002466111.1 MNHYIRAIGSMLILIYSMLTAFLFIDKVFVNIIYFQGMFYTQIFGIPVFLFLNIIVILLCIIVGSVLAYKINQQNDWIKT 80
NTDB id 5 SA RS09760 WP 001017131.1 MNHYIRTIGSMLILVYSMLAAFLFIDKVFVNIIYFQGMFYTQIFGIPVFLFLNLIIILLCIIVGSVLAYKINQQNDWIKT 80
consensus !!!!!! !!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!

logo QI ERS IMEGETVGINDQNI E I
LYSETLDE I

LYHTLVPLNQELHKRLRLMKTQNLTNENYNI
MNDVKVKKI I EDERQRLARELHDSVS

NTDB id 1119640 EL082 RS04415 WP 002466111.1 QIERSIEGETVGINDQNIELYSETLEIYHTLVPLNQELHRLRMKTQNLTNENYNMNDVKVKKIIEDERQRLARELHDSVS 160
NTDB id 5 SA RS09760 WP 001017131.1 QIERSMEGETVGINDQNIEIYSETLDLYHTLVPLNQELHKLRLKTQNLTNENYNINDVKVKKIIEDERQRLARELHDSVS 160
consensus !!!!!*!!!!!!!!!!!!!*!!!!!**!!!!!!!!!!!!*!!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!

logo QQLFAASMMLSAIKETKQLEPPLDQQIP I
VLEKMVQDSQLEMRALLLHLRPLGLKDKSLGEGIKDLVIDLQKKVPMKVVHE I

NTDB id 1119640 EL082 RS04415 WP 002466111.1 QQLFAASMMLSAIKETQLEPPLDQQIPVLEKMVQDSQLEMRALLLHLRPLGLKDKSLGEGIKDLVIDLQKKVPMKVVHEI 240
NTDB id 5 SA RS09760 WP 001017131.1 QQLFAASMMLSAIKETKLEPPLDQQIPILEKMVQDSQLEMRALLLHLRPLGLKDKSLGEGIKDLVIDLQKKVPMKVVHEI 240
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QDEFKVPKGI EDHLFR ITQEAI SNTLRHSNGTKRVTVELFNKDQDYLLLR IQDNGKGFNVDEKLEQSYGLKNMRERALE IGAT
NTDB id 1119640 EL082 RS04415 WP 002466111.1 QEFKVPKGIEDHLFRITQEAISNTLRHSNGTRVTVELFNKQDYLLLRIQDNGKGFNVDEKLEQSYGLKNMRERALEIGAT 320
NTDB id 5 SA RS09760 WP 001017131.1 QDFKVPKGIEDHLFRITQEAISNTLRHSNGTKVTVELFNKDDYLLLRIQDNGKGFNVDEKLEQSYGLKNMRERALEIGAT 320
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FHIVSLPDSGTR I EVKAPLNKEDSYDGD
NTDB id 1119640 EL082 RS04415 WP 002466111.1 FHIVSLPDSGTRIEVKAPLNKEDSYGD 347
NTDB id 5 SA RS09760 WP 001017131.1 FHIVSLPDSGTRIEVKAPLNKEDSYDD 347
consensus !!!!!!!!!!!!!!!!!!!!!!!!! !
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