
logo MKQVAIGYLRQSTMTKQQSLSAAQKQAKTIKESAI
LAKEKHHNIQHNYINTFYSDKQSGRKTDNKRSNGYRQQI

M
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TL IQQGHQCDI

VLCCYRLNRLHRN
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN 80
NTDB id 1119600 EL085 RS00205 WP 126510820.1 MKQAIGYLRQSTTKQQSLSAQKQKIKSLAEKHNIQNITFYSDKQSGRTDKRNGYQQVITLIQQGHCDVLCCYRLNRLHRN 80
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
consensus !!!*!!!!!!!!*!!!!!*!!!! !***!*!!*!! !*!!!!!!!!!*!*!*!!*!** !!!!!*!!*!!!!!!!!!!!!

logo LKNALKL IMKLCQTKYHVHI LS IVHDGYFDMDQKAFDRFLKLNI F I SLAELESDNIGEQVRKNGI
L
Q
KEKARKQGRKML ITTHAPFGYEHTYRH

NTDB id 10 SA RS00435 WP 000815646.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH 160
NTDB id 1119600 EL085 RS00205 WP 126510820.1 LKNALKLMKLCQKYHVHILSIHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGLKEKARQGKLITTHAPFGYTYR 160
NTDB id 1 SACOL RS00225 WP 000806247.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH 160
consensus !!!!!!!*!!!!*!!!!!!!*!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!*!!**!!!*!!**!!!!!!!!! !*

logo NGATF ITIDNTQDNVKESAPTVKAI
VFHNYYI

L
K
QGHYGYKKIAQLYLEAEDDNTTKFLYINRQKPYQVRNI I ILTNSPNYCGRVI

NNKQYGTQYFEDNMFPAS I IVSKTASTMI
NTDB id 10 SA RS00435 WP 000815646.1 NGAFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI 240
NTDB id 1119600 EL085 RS00205 WP 126510820.1 NGTFTINQDEAPTVKAIFHYYLQGYGYKKIAQYLEEDTKLINRKPYQVRNIITNSNYCGRVNNKYGTFDNMFPSIISKAM 240
NTDB id 1 SACOL RS00225 WP 000806247.1 NGTFTIDTVKAPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI 240
consensus !!*!*!** **!!!!!*!*!!**!*!!!!!!!*!!*! **!!!*!!!!!!!!*!*!!!!!!*!*!!***!!!!*!*!***

logo YKEENQAQARVI
L
TRSTVNQKPQI

V
Q
K
Q
R
K
T
S
PSADENLQLKQKIKCPCYCDGNTSTLTNMTVIRKTKHNHSTLRYYVCPQKNMNASRF IVCEDFKGINAEQENTLEDKTKQSVLAESTV

NTDB id 10 SA RS00435 WP 000815646.1 YEQAQRLRSQKQIKQTSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV 320
NTDB id 1119600 EL085 RS00205 WP 126510820.1 YKNAQAIRVNKQVQRTPSANLLKQKIKCPYCGSTLTNMTIRKTNHSLRYYVCPKNMNASRFICDFKGINAENLEKQVLES 320
NTDB id 1 SACOL RS00225 WP 000806247.1 YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT 320
consensus !**!! *!**!******!*!*!!!!!!!!*! *!!!!!!*!!**!*!!!!!!!*!!!!!!!*!*!!!!!!* !! !!**

logo CKQKDFYFRQDNQRQI
LYTSKINKGHTAIDEQQKQRI

L
VKKRQRDMNHIDEKTHKSHNTTLNTHQEKQL I ENKLAQDEGI

KIDVAETFREQSTQS ILNRLQQNPSQKRPTIQSTAS INSDGTHTYQLIRQHKTASTFILQ
NTDB id 10 SA RS00435 WP 000815646.1 CKDFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ 400
NTDB id 1119600 EL085 RS00205 WP 126510820.1 CQKFFRDQQLYSKIKHAIEKQVKKQRMHDTSNTLTQEKLIENLAQEKIDVETFREQSQSINLQNKPIQAISDTQLQTSLQ 400
NTDB id 1 SACOL RS00225 WP 000806247.1 CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ 400
consensus !**!***!**!*!!***!****!*!! *** !!**!*!!!*!!!**!!*!!!!!!*!!***! *****!* !** **!

logo

K
N
V
I IQQKSRFTLNI

MLYPYI EDTE INHI STKDNKENSLAISG IY I
FKNEPLNIVKNQTI

M
E
Q
L
SSTIAGV

NTDB id 10 SA RS00435 WP 000815646.1 NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 1119600 EL085 RS00205 WP 126510820.1 KVIQKSFTLNMLYPYIDEIHITKNKELSGIYIKNEPLNIVNQTIQSSTG 449
NTDB id 1 SACOL RS00225 WP 000806247.1 NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV 449
consensus **!!**!!!!*!!!!!**!*!*!*! ! !!!*!!!!!!!!*!!***!**

X non conserved

X similar

X ≥ 50% conserved


