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NTDB id 1119591 EL081 RS09825 WP 126404998.1 MMNEKYFESAEFYQKRFHNFASLWVVPCFLLLLFIVGFSVFAKKEVTLSSRGTIEATRVVDQIQSTSNSPIQVNHLKENK 80
NTDB id 422 SGO RS10255 WP 012131059.1 .MNEQFLESAEFYQKRYHNFASCLIVPSLILLVFLVGFSMLAKKEITISSRASVEASRVLAQIQSTSNQPIIANHLAENK 79
NTDB id 248 KZH43 RS00225 WP 000801613.1 .MKPEFLESAEFYNRRYHNFSSSVIVPMALLLVFLLGFATVAEKEMSLSTRATVEPSRILANIQSTSNNRILVNHLEENK 79
NTDB id 207 SPD RS00240 WP 000801613.1 .MKPEFLESAEFYNRRYHNFSSSVIVPMALLLVFLLGFATVAEKEMSLSTRATVEPSRILANIQSTSNNRILVNHLEENK 79
NTDB id 172 SPR RS00235 WP 000801613.1 .MKPEFLESAEFYNRRYHNFSSSVIVPMALLLVFLLGFATVAEKEMSLSTRATVEPSRILANIQSTSNNRILVNHLEENK 79
NTDB id 132 SP RS00260 WP 000801611.1 .MKPEFLESAEFYNRRYHNFSSSVIVPMALLLVFLLGFATVAEKEMSLSTRATVEPSRILANIQSTSNNRILVNHLEENK 79
NTDB id 512 SMSK321 RS10735 WP 000801634.1 .MKPEFLESAEFYNRRYHTFSSRVIVPMSLLLVFLLGFATFAEKEMSLSTRATVEPSRILANIQSTSNNRILVNHLEENK 79
NTDB id 484 SM12261 RS00280 WP 000801588.1 .MKPEFLESAEFYNRRYHNFSSRVIVPMFLLLVFLLGFATLAEKEMSMSTRATVEPSRILANIQSTSNNRILVNHLEESK 79
consensus !*****!!!!!!**!*!*!*! **!!* *!!*!**!!***!*!!***!*!***!**!****!!!!!!**!**!!!*!*!

logo

E
L
I
VKKGDE I

LL IVEQYAQVEDEGGQAEKGAQVQEGAMQEKASFLYSTAQSQLDLMLKKDQEKEGKKQLKELTYLKRQSTKS ILEQSTEGRESNQHFTPGENPEEDHSKYFGYDEQQALSTFKRDYQINQSQI
V
A
A
E
G
I
S
M
L
Q
T
R
S
A
Q
S
A
V
T
H
N
SQQ

NTDB id 1119591 EL081 RS09825 WP 126404998.1 EIKKGEILVEYQEDQEKQQGMSLTQQLDLLKKQEEQLKLLKTSIETGESQFTGNEHFGYDQLFKDYQQQIAILQAQAHQQ 160
NTDB id 422 SGO RS10255 WP 012131059.1 EVKKGELLIQYAVEGEGAQEQKFSSQLDLLKDQKGKLETLRSSLESGRNQFTEPDSYGYEQSFKDYQNQVESMTSSVNQQ 159
NTDB id 248 KZH43 RS00225 WP 000801613.1 LVKKGDLLVQYQEGAEGVQAESYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQ 159
NTDB id 207 SPD RS00240 WP 000801613.1 LVKKGDLLVQYQEGAEGVQAESYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQ 159
NTDB id 172 SPR RS00235 WP 000801613.1 LVKKGDLLVQYQEGAEGVQAESYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQ 159
NTDB id 132 SP RS00260 WP 000801611.1 LVKKGDLLVQYQEGAEGVQAESYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQ 159
NTDB id 512 SMSK321 RS10735 WP 000801634.1 LVKKGELLVQYQEGAEGVQAEAYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQ 159
NTDB id 484 SM12261 RS00280 WP 000801588.1 LVKKGELLVQYQEGAEGVQAEAYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQ 159
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NTDB id 1119591 EL081 RS09825 WP 126404998.1 NATIASQNASASSSQAEIGQAIQDQEKRLADYRSLKSALLEERSLDATHPLYSLYQSYAQQP.HGEENAQAQASFISQLD 239
NTDB id 422 SGO RS10255 WP 012131059.1 NATIASQNAAASQSQAELGGVISDVDSKLNDHRNLKNAIQSGVGIDASHPLHSLYQSYRDQLSLAEDKATAQSQIVAQLD 239
NTDB id 248 KZH43 RS00225 WP 000801613.1 NETIASQNAAASQTQAEIGNLISQTEAKIRDYQTAKSAIETGTSLAGQNLAYSLYQSYKSQG...EENPQTKVQAVAQVE 236
NTDB id 207 SPD RS00240 WP 000801613.1 NETIASQNAAASQTQAEIGNLISQTEAKIRDYQTAKSAIETGTSLAGQNLAYSLYQSYKSQG...EENPQTKVQAVAQVE 236
NTDB id 172 SPR RS00235 WP 000801613.1 NETIASQNAAASQTQAEIGNLISQTEAKIRDYQTAKSAIETGTSLAGQNLAYSLYQSYKSQG...EENPQTKVQAVAQVE 236
NTDB id 132 SP RS00260 WP 000801611.1 NETIASQNAAASQTQAEIGNLISQTEAKIRDYQTAKSAIETGASLAGQNLAYSLYQSYKSQG...EENPQTKVQAVAQVE 236
NTDB id 512 SMSK321 RS10735 WP 000801634.1 NETIASQNAAASQTQAEIGNLISQTEAKIRDYQTAKSAIETGASLASQNLAYSLYQSYKSQG...EENPQAKAQAVAQVE 236
NTDB id 484 SM12261 RS00280 WP 000801588.1 NETIASQNAAASQTQAEIGTLISQTEAKIRDYQTAKSAIETGASLASQNLAYSLYQSYKSQG...EENPQSKAQAVVQLE 236
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NTDB id 1119591 EL081 RS09825 WP 126404998.1 SQIQQLEASISNYRIQYAGSGSQQAFSTSLDSQIASLKAQQLSKVGQDLLLLSQQIADLDSKLKTQETLLQKTRILAKDE 319
NTDB id 422 SGO RS10255 WP 012131059.1 GQISQLEATAATYRVQYAGAGAQQAYASNLSSQLASLKAQYLVKVGQELTTLTQQILEAESNLKLQETVSKRGQILAEMD 319
NTDB id 248 KZH43 RS00225 WP 000801613.1 AQISQLESSLATYRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQELSLLAQKILEAESGKKVQGNLLDKGKITASED 316
NTDB id 207 SPD RS00240 WP 000801613.1 AQISQLESSLATYRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQELSLLAQKILEAESGKKVQGNLLDKGKITASED 316
NTDB id 172 SPR RS00235 WP 000801613.1 AQISQLESSLATYRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQELSLLAQKILEAESGKKVQGNLLDKGKITASED 316
NTDB id 132 SP RS00260 WP 000801611.1 AQISQLESSLATYRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQELTLLAQKILEAESGKKVQGNLLDKGKVTASED 316
NTDB id 512 SMSK321 RS10735 WP 000801634.1 AQLSQLESSLTTYRVQYAGSGIQQAYASGLSSQLESLKSQHLAKVSQELTLLDQKILEVESGKKVQGNLLDKGKITASED 316
NTDB id 484 SM12261 RS00280 WP 000801588.1 AQLSQLESSLATYRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQELTLLDQKILEAESGRKVQGNLLDKGKITASED 316
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NTDB id 1119591 EL081 RS09825 WP 126404998.1 GVIHLNDETKGASIVAEGTPLAQVYPLIQKEKEVKIVTYIPSKDIATIHVGDRIRFSTQGSKQKPITLEARISSIASSAT 399
NTDB id 422 SGO RS10255 WP 012131059.1 GLLHLNPEVQGSTLVAEGTALAQIYPKITNERKIKIVTYVSSKDVSTIKNGDKVRFITADDANKQMILTSQISSIDANAT 399
NTDB id 248 KZH43 RS00225 WP 000801613.1 GVLHLNPETSDSSMVAEGTLLAQLYPSLEREGKAKLTAYLSSKDVARIKVGDSVRYTTTHDAGNQLFLDSTITSIDATAT 396
NTDB id 207 SPD RS00240 WP 000801613.1 GVLHLNPETSDSSMVAEGTLLAQLYPSLEREGKAKLTAYLSSKDVARIKVGDSVRYTTTHDAGNQLFLDSTITSIDATAT 396
NTDB id 172 SPR RS00235 WP 000801613.1 GVLHLNPETSDSSMVAEGTLLAQLYPSLEREGKAKLTAYLSSKDVARIKVGDSVRYTTTHDAGNQLFLDSTITSIDATAT 396
NTDB id 132 SP RS00260 WP 000801611.1 GVLHLNPETSDSSMVAEGALLAQLYPSLEREGKAKLTAYLSSKYVARIKVGDSVRYTTTHDAGNQLFLDSTITSIDATAT 396
NTDB id 512 SMSK321 RS10735 WP 000801634.1 GVLHLNPETSDSTMVAEGTLLAQLYPSLEKEGKAKLTAYLSSKDVARIKVGDSVRYTTTHDAKNQIFLDSTITSIDATAT 396
NTDB id 484 SM12261 RS00280 WP 000801588.1 GVLHLNPETSDSTMVAEGALLAQLYPSLEKEGKVKLTAYLSSKDVARIKVGDSVRYTTTHDAKNQLFLDSTITSIDATAT 396
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NTDB id 1119591 EL081 RS09825 WP 126404998.1 RTEQGNFFKIEGVLRLKDYEAKLLRYGLEGKCVLITGEKSYFSFFVDQFLGAGN 453
NTDB id 422 SGO RS10255 WP 012131059.1 QTKQGNFFKVECEMAVSKDQAKKLRYGLEGKFVMVTGEKTYFSYYMEKFFNLG. 452
NTDB id 248 KZH43 RS00225 WP 000801613.1 KTEKGNFFKIEAETNLTSEQAEKLRYGVEGRLQMITGKKSYLRYYLDQFLNKE. 449
NTDB id 207 SPD RS00240 WP 000801613.1 KTEKGNFFKIEAETNLTSEQAEKLRYGVEGRLQMITGKKSYLRYYLDQFLNKE. 449
NTDB id 172 SPR RS00235 WP 000801613.1 KTEKGNFFKIEAETNLTSEQAEKLRYGVEGRLQMITGKKSYLRYYLDQFLNKE. 449
NTDB id 132 SP RS00260 WP 000801611.1 KTEKGNFFKIEAETNLTSEQAEKLRYGVEGRLQMITGKKSYLRYYLDQFLNKE. 449
NTDB id 512 SMSK321 RS10735 WP 000801634.1 KTEKGNFFKIEAETNLTSEQTEKLRYGVEGRLQMITGRKSYLRYYLDQFLNKE. 449
NTDB id 484 SM12261 RS00280 WP 000801588.1 KTETGNFFKIEAETNLTSKQAAKLRYGVEGRLQMITGRKSYLRYYLDQFLNKE. 449
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