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jyfeag® PIWVIEQ SRGER YDIYSRLLKDRIIMLTGPVEDEMANSITAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
yfeag® PIWVIEQ SRGER YDIYSRLLKDRIIMLTGPVEDEMANSITAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGP EDNMANSITAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGP EDNMANSITAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS IAQLLFLDAQDHTKDIYLYVNTPGGSVSAG
MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS TAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS TAQLLFLDAQDNTKDIYLYVNTPGGSVSAG

MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS TAQLLFLDAQDETKDIYLYVNTPGGSVSAG

MIPVVIEQTSRGERSYDIYSRLLKDRIIM TGPVED MANSIIAQLLFLDAQDNTKDIY Y NTPGGSVSAG

MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS IAQLLFLDAQDNTKDIYLYVNTPGGSVSAG

MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS IAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
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IASSGTKGKRFMLPNAEYLIHQPMGGAGQGTQQTDMAIVAEQLLKTRKR
TASSGKGKRFMLPNAEYMIHQPMGGTGNGTQQTDMA IYJAE[NLLK TR}
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRIAI
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRIAI
TASSGE\XKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRINEN
TASSGI\KGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRINEN
TASSGEI\XKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRIEN
TASSGE\KGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRINEN
TASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQ DMAIAAEMNLLKTRIEY
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTR|s#3
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTR|s83
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRI:8

1 Dokor ok )

) JEIRGD

=

D000 L=<

LAIVDTMNFIKSDVQTIVMGMAASMGT
LAIVDTMNFIKSDVQTIVMGMAASMGT

R NN ey R I NENENE itk s bxbikr Lk ik

DﬁvLXNNéL%

T«

EWI HISD AERDiIWMMAISETLEY GF I DE I MIAN N 199
EWNIHIDAERDEIWMNAIMETLEYGF IDE IMBIN N 199
HyDAERDNWMS AMETLEYGFIDEIM@NN( 196
H\JDAERDNWMSAETLEYGFIDETMN N 196
HAD AERDNWMS ANETLEYGFIDEIMANNS 196
HAD AERDNWMS ANETLEYGFIDEIMANNE 196
HAD AERDNWMSANETLEYGFIDEIMANNE 196
HADAERDNWMS ANETLEYGFIDEIMANNE 196
TH[AD AERDEWMBAET LIIY GF I DE I MiN Nj3 204
196

196

196

197

194

FUle %kl 1

FF DT TT % *

155
155
152
152
152
152
152
152
160
152
152
152
152
151



(> S

non conserved
similar
>50% conserved



