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NTDB id 596 KW2 RS08720 WP 021037686.1 ..MRFLLIKFPLIFLTYLVVLLYFCIFTYNLPLLILF....ICSILLALFRKYY......LMIPILIVFAVFFLLINSLS 68
NTDB id 1119569 EL081 RS03485 WP 126403988.1 MLQWIRSLHIHLFHLTLPVLALYYWMYTGHWLALIFLLAFLI......LFRRRYGDKRFLCLIGFLSLFALCFAFRI.EQ 73
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVFLLVCLFI..QFPWKS.AGKVLIICGIFGFWFLFQNWQQ.SQ 76
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVFLLVCLFI..QFLWKS.AGKVLVICGIFGFWFVFQNWQQ.SQ 76
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFI..QFPWKS.AGKVLIICGIFGFWFVFQNWQQ.SQ 76
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFI..QFPWKS.AGKVLIICGIFGFWFVFQNWQQ.SQ 76
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFI..QFPWKS.AGKVLIICGIFGFWFVFQNWQQ.SQ 76
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFI..QFPWKS.AGKVLIICGIFGFWFVFQNWQQ.SQ 76
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NTDB id 596 KW2 RS08720 WP 021037686.1 IRDNENQPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNFNG 148
NTDB id 1119569 EL081 RS03485 WP 126403988.1 GRRESSDHRVPRVIQLLPDTIKVNGDALSFRAKSGDRTFQVFYQLQSEEEQAYFKHLDHGLELRIKGELETPTKQRNFMG 153
NTDB id 494 SM12261 RS04305 WP 000942409.1 AS..QNLADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQRNFGG 154
NTDB id 522 SMSK321 RS04965 WP 000942453.1 AS..QNLSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNFGG 154
NTDB id 189 SPR RS04300 WP 000942407.1 AS..QNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGG 154
NTDB id 223 SPD RS04540 WP 000942407.1 AS..QNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGG 154
NTDB id 154 SP RS04735 WP 000942394.1 AS..QNLADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGG 154
NTDB id 264 KZH43 RS04200 WP 000942407.1 AS..QNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGG 154
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NTDB id 596 KW2 RS08720 WP 021037686.1 FDDQKYLASQNIYRQITIQQITNVEIKKNFD....LHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSS 224
NTDB id 1119569 EL081 RS03485 WP 126403988.1 FDYQAYLKTQGIHHLLKISHILEKKVAEPSDVIGILSSWRRKALVWVHQHFPQPMSHYMTGLLFGFLDVEFEEMSQLYSN 233
NTDB id 494 SM12261 RS04305 WP 000942409.1 FDYQAYLKTQGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLYSS 234
NTDB id 522 SMSK321 RS04965 WP 000942453.1 FDYQAYLKTQGIYQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSS 234
NTDB id 189 SPR RS04300 WP 000942407.1 FNYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSS 234
NTDB id 223 SPD RS04540 WP 000942407.1 FNYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSS 234
NTDB id 154 SP RS04735 WP 000942394.1 FNYQAYLKTQGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELYSS 234
NTDB id 264 KZH43 RS04200 WP 000942407.1 FNYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSS 234
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NTDB id 596 KW2 RS08720 WP 021037686.1 LGIIHLFALSGMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNIR...LTSLDNIGVTT 301
NTDB id 1119569 EL081 RS03485 WP 126403988.1 LGIIHLFALSGMQVAFFLDAFRRFFLRLGLEQEKVAILLYPFSLLYAGMTGFSVSVVRSLLQKLLAQAGLKGMENMGVTL 313
NTDB id 494 SM12261 RS04305 WP 000942409.1 LGIIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTV 314
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LGIIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTV 314
NTDB id 189 SPR RS04300 WP 000942407.1 LGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTV 314
NTDB id 223 SPD RS04540 WP 000942407.1 LGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTV 314
NTDB id 154 SP RS04735 WP 000942394.1 LGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTV 314
NTDB id 264 KZH43 RS04200 WP 000942407.1 LGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTV 314
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NTDB id 596 KW2 RS08720 WP 021037686.1 LVLMLISPKFLLTTGGQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFD 381
NTDB id 1119569 EL081 RS03485 WP 126403988.1 LLLIVLLPSSVLTAGGLLSCAYAFILTLTSSE.EEKSGIQKVVKESLVLTLGVLPFLIFFFGEYQPWSLPLTFIFSLLFD 392
NTDB id 494 SM12261 RS04305 WP 000942409.1 LVLFIVMPNFFLTAGGVLSCAYAFILTMTSKE...GEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFD 391
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LVLFIIMPNFFLTAGGVLSCAYAFILTMTSKE...GEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFD 391
NTDB id 189 SPR RS04300 WP 000942407.1 LVLFIVMPNFFFTAGGVLSCAYAFILTMTSKE...GEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFD 391
NTDB id 223 SPD RS04540 WP 000942407.1 LVLFIVMPNFFFTAGGVLSCAYAFILTMTSKE...GEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFD 391
NTDB id 154 SP RS04735 WP 000942394.1 LVLFIVMPNFFLTAGGVLSCAYAFILTMTSKE...GEGLKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFD 391
NTDB id 264 KZH43 RS04200 WP 000942407.1 LVLFIVMPNFFFTAGGVLSCAYAFILTMTSKE...GEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFD 391
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NTDB id 596 KW2 RS08720 WP 021037686.1 FMLLPLLLCCFLISFLGFSLNLNFIFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVGF 461
NTDB id 1119569 EL081 RS03485 WP 126403988.1 LLLLPGLSVVFLLSFFYPLTFWNPFFVWMEKSMEYLARFTSKSLVFGQPSIYFFILLLCLLACLYEMRKVKKWRYLFLLL 472
NTDB id 494 SM12261 RS04305 WP 000942409.1 LVFLPLLSILFALSFLHPVIQLNFIFEWLEGMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLAVLSLL 471
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LVFLPLLSVLFALSFLYPVIQLNFIFEWLEGMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLAVLSLL 471
NTDB id 189 SPR RS04300 WP 000942407.1 LTFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLL 471
NTDB id 223 SPD RS04540 WP 000942407.1 LTFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLL 471
NTDB id 154 SP RS04735 WP 000942394.1 LVFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLSLL 471
NTDB id 264 KZH43 RS04200 WP 000942407.1 LTFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLL 471
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NTDB id 596 KW2 RS08720 WP 021037686.1 IFLFFFITKNPMRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLALP..QKNWQKAQTQSNADKTLIPYLESMGVAHI 539
NTDB id 1119569 EL081 RS03485 WP 126403988.1 ICSIFALVKHPLENEITIIDIGQGDSILLRDWR.GKTILIDTGGKVDFGQ.KEGWKKRRSTSNAERTLIPYLKSRGIDRI 550
NTDB id 494 SM12261 RS04305 WP 000942409.1 ITGLFFLTKHPLENEITMLDVGQGESIFLRDVT.GKIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSKI 550
NTDB id 522 SMSK321 RS04965 WP 000942453.1 ITGLFFLTKYPLENEITMLDVGQGESIFLRDVA.GKTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSRGVAKI 550
NTDB id 189 SPR RS04300 WP 000942407.1 ITGLFLLTKHPLENEITMLDVGQGESIFLRDVT.GKTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKI 550
NTDB id 223 SPD RS04540 WP 000942407.1 ITGLFLLTKHPLENEITMLDVGQGESIFLRDVT.GKTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKI 550
NTDB id 154 SP RS04735 WP 000942394.1 ITGLFFLTKYPLENEITMLDVGQGESIFLRDVT.GKTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAKI 550
NTDB id 264 KZH43 RS04200 WP 000942407.1 ITGLFLLTKHPLENEITMLDVGQGESIFLRDVT.GKTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKI 550
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NTDB id 596 KW2 RS08720 WP 021037686.1 DQLILTHTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDN 619
NTDB id 1119569 EL081 RS03485 WP 126403988.1 DHMILTHTDTDHMGDLEVLAAKVSIQEINISKGSLKKGTFVRLLKRLNLPVKTLEAGDQLTIFDGSAEVLYPVEVGDGSN 630
NTDB id 494 SM12261 RS04305 WP 000942409.1 DQLILTNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGY 630
NTDB id 522 SMSK321 RS04965 WP 000942453.1 DQLILTNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGGH 630
NTDB id 189 SPR RS04300 WP 000942407.1 DQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGH 630
NTDB id 223 SPD RS04540 WP 000942407.1 DQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGH 630
NTDB id 154 SP RS04735 WP 000942394.1 DQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGH 630
NTDB id 264 KZH43 RS04200 WP 000942407.1 DQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGH 630
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NTDB id 596 KW2 RS08720 WP 021037686.1 NDSIVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQ 699
NTDB id 1119569 EL081 RS03485 WP 126403988.1 NDSLVLYGRFYGWTFLFTGDLEEEGEKTLLARYPQLRVDVLKAGHHGSKGSSHPAFLKQIQAKIALISAGEKNRYQHPHR 710
NTDB id 494 SM12261 RS04305 WP 000942409.1 EDSLVLYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQ 710
NTDB id 522 SMSK321 RS04965 WP 000942453.1 DDSLVLYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQ 710
NTDB id 189 SPR RS04300 WP 000942407.1 DDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQ 710
NTDB id 223 SPD RS04540 WP 000942407.1 DDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQ 710
NTDB id 154 SP RS04735 WP 000942394.1 DDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQ 710
NTDB id 264 KZH43 RS04200 WP 000942407.1 DDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQ 710
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logo ETLETTRFLAKEEKTGLYIQNMVSTKTVFLYRTDQHKQGAIKRLFRTKEGVWLDNQQSWQKVIKETSVGR
NTDB id 596 KW2 RS08720 WP 021037686.1 ETLETLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR 736
NTDB id 1119569 EL081 RS03485 WP 126403988.1 ETLERFKELQMTVFRTDQQGAIRFRGWN.QWKIETVR 746
NTDB id 494 SM12261 RS04305 WP 000942409.1 ETLTRLETINSKVYRTDQHGAIRFKGWN.SWKVETVG 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 ETLTRLEGINSKVYRTDQQGAIRFKGWN.SWKIESVR 746
NTDB id 189 SPR RS04300 WP 000942407.1 ETLTRLEGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
NTDB id 223 SPD RS04540 WP 000942407.1 ETLTRLEGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
NTDB id 154 SP RS04735 WP 000942394.1 ETLTRLEGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 ETLTRLEGINSKVYRTDQQGAIRFKGLD.SWKIESVR 746
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