logo

NTDB id 1119505 ELO71 RS04605 WP 115357044.1
NTDB id 479 HSISS4 RS06980 WP 021143812.1
NTDB id 296 STER RS06910 WP 011681415.1

NTDB id 328 STU RS16110 WP 002951426.1
consensus

logo

NTDB id 1119505 ELO71 RS04605 WP 115357044.1
NTDB id 479 HSISS4 RS06980 WP 021143812.1
NTDB id 296 STER RS06910 WP 011681415.1

NTDB id 328 STU RS16110 WP 002951426.1
consensus

logo

NTDB id 1119505 ELO71 RS04605 WP 115357044.1
NTDB id 479 HSISS4 RS06980 WP 021143812.1
NTDB id 296 STER RS06910 WP 011681415.1

NTDB id 328 STU RS16110 WP 002951426.1
consensus

logo

NTDB id 1119505 ELO71 RS04605 WP 115357044.1
NTDB id 479 HSISS4 RS06980 WP 021143812.1
NTDB id 296 STER RS06910 WP 011681415.1

NTDB id 328 STU RS16110 WP 002951426.1
consensus

\Y

S

o AL IEMBIELSE & st P

ESL BT

N

I

VUMK LVEVKNVE] FIsG ESauiA INUSIFIN TNRGEYFIELVGESGSGKTT GR I IMLYDHS GEIQF Gl ISEg:!
NEVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEI IFDGKKINGH:!

REVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKING
.FVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKING

SEADLRI IF] AAS{NERAIYDX L§E {YNEHlXKDEEERﬁAKlﬁﬁllﬁﬁV lLﬁEH{TRY HEFS I

LISS@NR:g PEAOMIEQDP[NASLN{GRIVES JANT  EGLIER: LEVKEYSS] " RIY - K [0 IPRVGLIYY HLTRYPHEFSGGQR
LSHSEKNDLIRRIQMIFODPAASLNERATVDYILSEGLEINFHLYKDEE RKAKIKKIIKEVGLLEEHLTRYPHEFSGGQR
LSHSEKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEE RKAKIKEIIKEVGLLEEHLTRYPHEFSGGQR
LSHSEKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEE RKAKIKEIIKEVGLLEEHLTRYPHEFSGGQR

AL A AR ARREL L LRE RO LT

AKIgQ E@MGLTYLFIAHDLS V ISDRI V REAJG)Y T
QRIGIARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETE
QRIGIARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETE
QRIGIARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETE

WP RSLLON L LR e VER ko ETBAER

YNIWPTHPYTKSLLSA 'PIAPDPINSER[N : Viz{}ZY  PERgniJeggninsl ¢ MiIE P GHF VISYRREREIRY K IL. 310
ELYNNPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKEIEIETYRKEQSK 309
ELYNNPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKTEIETYRKEQSK 309
ELYNNPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKTEIETYRKEQSK 309

X non conserved
B similar
> 50% conserved

159
156
156
156

239
236
236
236



