
logo

MAM
S
A
RG
M
F
L
I
VNQKRVMIV I

L
I
VGNRLGTNQRKDVPDEMVYLRTYMTSPANSGDGVASAVGAHNTI

L
V
F
S
T
I
M
V
LATVSNERQSTW

F
K
N
R
T
D
N
Q
K
A
A
M
N
Q
S

TGDE I
Q
R
K
REKVETAEDYWFVHIRNI

V
C
T
V
F
I
T
V
L

Y
F
W
G
RRKLSTQAEVNFTAVSGAELQNFYCTLFQKRKGSKQLAVYGI

V
NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNAN.GDR..EADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 112 BSU 36310 NP 391512.2 ....MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNAS.GEI..EADYVNCTLWRKTAENTALYCQKGSLVGV 73
NTDB id 1119487 EL095 RS12750 WP 002480323.1 ....MINRVVLVGRLTKDPEYRTTPSGVSVATFTLAVNRTFTNAQ.GER..EADFINCVVFRKQAENVSNYLFKGSLAGV 73
NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQS.GER..EADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVV....DNFSLLESRTTTEQR.QGDG.ASQNFNSN..QSNGSQ..QSGFTSP.QQTGN 142
NTDB id 112 BSU 36310 NP 391512.2 SGRIQTRSYENEEGVNVYVTEVLA....DTVRFMDPKPREKAAD.................................... 113
NTDB id 1119487 EL095 RS12750 WP 002480323.1 DGRLQSRSYENQEGRRIFVTEVVC....DSVQFLEPKSQNQRHGQQSG.GNNQFQS.YGQNYGGQQQGQNTSSY.QNNNS 146
NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQA....ESVQFLEPKNGGGS...GSG.GYNEGNSGGGQYFGGGQNDNPFGGN.QNNQR 144
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQAPAQ..TNYNQGGYSDNYAQNNNFNGG 152
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGM...NVPAQ......QGSWGQPQQPAKQHQ.. 149
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NTDB id 624 LCA RS00040 WP 011373726.1 APAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 ............................ 113
NTDB id 1119487 EL095 RS12750 WP 002480323.1 S..NAGQSDNPFANTNGPIDISDDDLPF 172
NTDB id 113 BSU 40900 NP 391970.1 RNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1166 A1552VC RS00795 WP 000168289.1 PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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