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NTDB id 98 BSU 24710 NP 390351.1 .................MNEKGFTLVEMLIVLFIISILLLITIPNVTKHNQTIQKKGCEGLQNMVKAQMTAFELDHEGQT 63
NTDB id 1119445 EL101 RS07045 WP 096541451.1 ......MIQQL..KSKFNQKKGFTLIEMLLVLLIISVLLILIIPNIAKQSDHIQKTGCAAQLKMVDSQIEAYALKFNHKP 72
NTDB id 32 MW RS07995 WP 000472256.1 ..........M..FKFLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHNRNP 68
NTDB id 16 SA RS07765 WP 000472256.1 ..........M..FKFLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHNRNP 68
NTDB id 588 KW2 RS10845 WP 051303741.1 MSKALSLVKIHGRKLCQKKQKAFTLIEMLIVLAIISILILLFVPNLIKEKAQVQKTGEAAVVKVVESQAQLYELDHDNDK 80
NTDB id 460 GPW51 RS00790 WP 011921720.1 ...........MKKLVEMKVKGFTLVEMLVVLGIISLLLLLFVPNLSQQKDAIQKKGDAAVVKVVESQMELYELEHDEE. 68
NTDB id 162 SP RS10370 WP 000738627.1 .......MKKMMTFLKKAKVKAFTLVEMLVVLLIISVLFLLFVPNLTKQKEAVNDKGKAAVVKVVESQAELYSLEKNED. 72
NTDB id 530 SMSK321 RS09230 WP 000738643.1 .......MKKMMTFLKKAKVKAFTLVEMLVVLLIISVLLLLFVPNLTKQKEAVNDKGKAAVVKVVESQAELYSLDKNED. 72
consensus * * **!!!*!!!*!!*!!!*!*** *!!* ** ** ! ******!**!** * !***
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NTDB id 98 BSU 24710 NP 390351.1 PSLADLQSEGYVKKDA.VCPNGKRIIITGGEVKVEH.. 98
NTDB id 1119445 EL101 RS07045 WP 096541451.1 NTIDDLVREGYIKESQKTCKSGEDITIRDGEAVAS... 107
NTDB id 32 MW RS07995 WP 000472256.1 SSIEDLIADGFIKEAQKTCKSGETITISNGEAVAN... 103
NTDB id 16 SA RS07765 WP 000472256.1 SSIEDLIADGFIKEAQKTCKSGETITISNGEAVAN... 103
NTDB id 588 KW2 RS10845 WP 051303741.1 PNLSELLSAGMITQKQVTAYDDY..YDQNKNEQRNFDD 116
NTDB id 460 GPW51 RS00790 WP 011921720.1 ATVADLQAKGYITEKQAKQYATA..KK........... 93
NTDB id 162 SP RS10370 WP 000738627.1 ASLRKLQADGRITEEQAKAYKEY..NDKNGGANRKVND 108
NTDB id 530 SMSK321 RS09230 WP 000738643.1 ASLSKLQADGRITEEQAKAYNEY..YAKNGGANRKVND 108
consensus ** *! **!** * * ** *
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