
logo MKI FL ICEDDPKQRENRMVSTI I EKNYIMI EEKPME IAELATDNDNPYAE I
VLEQTASKNMNTDIGCYFLDIQLESSTDINGIKLGSE IRKHDP

NTDB id 1119433 EL101 RS04140 WP 019166403.1 MKILICEDDPKQRERMVSIIENYIMIEEKPMEIELATNDPYAILETSKNMTDIGCYFLDIQLESDINGIKLGSEIRKHDP 80
NTDB id 7 SA RS10585 WP 000688492.1 MKIFICEDDPKQRENMVTIIKNYIMIEEKPMEIALATDNPYEVLEQAKNMNDIGCYFLDIQLSTDINGIKLGSEIRKHDP 80
consensus !!! !!!!!!!!!! !!*!! !!!!!!!!!!!! !!! !! *!! !!! !!!!!!!!!!! *!!!!!!!!!!!!!!!!

logo VGNI I FVTSHSELTYLTFVYKVAAMDF I FKDDPAEELRTR I IDCLETAHLKTRLDQLLSTKDHNSTVETI
LELKRGSTNSSVYVNQYDDI

VM
NTDB id 1119433 EL101 RS04140 WP 019166403.1 VGNIIFVTSHSELTYLTFVYKVAAMDFIFKDDPEELRTRIIDCLETALKRLDLLTKDHTVETLELKRGTSSVYVNYDDVM 160
NTDB id 7 SA RS10585 WP 000688492.1 VGNIIFVTSHSELTYLTFVYKVAAMDFIFKDDPAELRTRIIDCLETAHTRLQLLSKDNSVETIELKRGSNSVYVQYDDIM 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!* !! !!*!!**!!!*!!!!!* !!!!*!!!*!

logo FFESSPTKSHRL IAHLDNRQI EFYGNLKELASQLDDRFFRCHNSFYVLVNRHRNI ETRS IVDSTKER IAVYFKNEKEFHCYAVSVRNLVKKI
NTDB id 1119433 EL101 RS04140 WP 019166403.1 FFESSPKSHRLIAHLDNRQIEFYGNLKELAQLDDRFFRCHNSYVLNRRNITRVDTKERIAYFKNEEFCYVSVRNLKKI 238
NTDB id 7 SA RS10585 WP 000688492.1 FFESSTKSHRLIAHLDNRQIEFYGNLKELSQLDDRFFRCHNSFVVNRHNIESIDSKERIVYFKNKEHCYASVRNVKKI 238
consensus !!!!!*!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!*!*!!*!! *!*!!!! !!!! !*!! !!!!*!!!

X non conserved
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X ≥ 50% conserved


