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NTDB id 1119319 EL068 RS01185 WP 047211221.1 MKILIVEDDLVIAESLASELKKWNYDVKMAKQFSHVLDDFKDYLPDLVLLDINLPTLNGFHWCQEMRKISNVPIIFISSR 80
NTDB id 9 SA RS13865 WP 000697877.1 MKILIVEDDFVIAESLASELKKWNYGVIVVEQFDDILSIFNQHQPQLVLLDINLPTLNGFHWCQEIRKTSNVPIIFISSR 80
consensus !!!!!!!!! !!!!!!!!!!!!!!! ! * !! **! ! * ! !!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!

logo

I
TDNMDQIMAIQMGGDDF I EKPFNLSLTI

VAKI
VQALLRRTYDLASVASNDNESLNTVKGCKTL I LVDEAKLVMVFYQDEDQNVI

TQLSLTELQI LVK
NTDB id 1119319 EL068 RS01185 WP 047211221.1 TDNMDQIMAIQMGGDDFIEKPFNLSLTVAKVQALLRRTYDLAVSNNELNVKGCKLIVDEAKLMFQDDVTQLSLTELQIVK 160
NTDB id 9 SA RS13865 WP 000697877.1 IDNMDQIMAIQMGGDDFIEKPFNLSLTIAKIQALLRRTYDLSVANDSLTVKGCTLILDEAKVVYQEQNIQLSLTELQILK 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!! ! ! ! !!!! !!*!!!!***!* !!!!!!!!!*!

logo LLFQNEDGKFYVNSRTAL I EKCWESENFYIDDNTLAVNMTRLRKKLNSQTIGLVNTDF I EITKKNVGYKRV
NTDB id 1119319 EL068 RS01185 WP 047211221.1 LLFQNEGKFVNRTALIEKCWESENYIDDNTLAVNMTRLRKKLSQIGLTDFIETKKNVGYRV 221
NTDB id 9 SA RS13865 WP 000697877.1 LLFQNEDKYVSRTALIEKCWESENFIDDNTLAVNMTRLRKKLNTIGVNDFIITKKNVGYKV 221
consensus !!!!!! !*! !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !!* !!! !!!!!!!*!
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